Liquid Culture Amplification with Endura Electrocompetent Cells (# 60242)
I recommend maintaining a 100X coverage for the library (meaning roughly 1.3e8 colonies). 
Try adding 100 ng library DNA into 25 µL Endura electrocompetent cells and set up 4 such reactions. If the resulting colony number is not enough, do more reactions and combine the reactions in proportion to the coverage.
Following the manufacturer's suggested protocol for transformation.
After the recovery step, pool recovery from 4 reactions and take 5ul of recovery. Make serial dilutions and plate them onto LB/Carb plate to calculate transformation efficiency.
Add the rest of recovery to 500 mL LB+Carb. Grow O/N while shaking @ 37°C (16h).
Calculate transformation efficiency the next day. If the efficiency is higher than 100 colonies per dual-sgRNA construct in the library, harvest cells and extract the library using Maxiprep or Megaprep.

Primers and PCR protocols to prepare samples of amplified library for deep sequencing verification.
5′-AATGATACGGCGACCACCGAGATCTACACNNNNNNNNCAGCACAAAAGGAAACTCACC
5′-CAAGCAGAAGACGGCATACGAGATGTGACTGGAGTTCAGACGTGTGCTCTTCCGATCTNNNNNNNNGGCGGTAATACGGTTATCCA
Each reaction (100 μL total volume) contained 10 ng of extracted library (measured on NanoDrop) and 1 μM of each primer and was run on the Bio-Rad C1000 thermal cycler with the following program: 1 cycle of 30 seconds at 98°C; 12 cycles of 10 seconds at 98°C, followed by 75 seconds at 65°C; 1 cycle of 5 minute at 65°C; 4°C hold.
Samples were sequenced on an Illumina NovaSeq 6000 System with a 15%-25% phiX spike-in with paired end reads: I1 = 40 nt, sgRNA at position B; I2 = 8 nt, sample index; R1 = 40 nt, sgRNA at position A; R2 = 8 nt, sample index. Custom primers were used for I1, I2, and R1 reads, as well as for phiX spike-in, which was sequenced for diversity.
R1 primer: TGTTTTGAGACTATAAGTATCCCTTGGAGAACCACCTTGTTGG
I1 primer: CGATTTCTTGGCTTTATATATCTTGTGGAAAGCCACCTTGTTGG
I2 primer: AACACACAATTACTTTACAGTTAGGGTGAGTTTCCTTTTGTGCTG
PhiX R1 primer: ACACTCTTTCCCTACACGACGCTCTTCCGATCT








