Sequence: pET21a-mAIM2-GST#1.dna (Circular / 7152 bases)
Enzymes: Unique Cutters (45 of 646 total)
Features: 15 visible, 15 total

Blunt Cutters Green, Unique Cutters Bold

Dralll (245)

(6742) Swal Psil (370)

(6712) BstBI

(6310) BmeT110I - Sacl
(6309) Aval - BsoBI - PaeR71 - TIiI - Xhol

(6308) Eco53kI
Pvul (1017)

(6043) Mfel _
<7 terminato,

Bsal (1320)
~__—AhdI (1386)

(5473) Nsil
(5403) Aarl - BfuAl - BspMI1
(5369) BmgBI

(5245) Ncol
(5241) BamHI
(5212) Bmtl
(5208) Nhel -
(5203) Ndel
(5163) Xbal
(5097) BgiI
(5056) SgrAl
(4908) SphI

(4800) PFIMI
(4699) BstAPI

(4375) MIul

(4172) Apal
(4168) PspOMI
(3964) BssHII

(3929) EcoRV
(3873) Hpal

PET21a-mAIM2-GST

7152 bp —— AIwWNI (1865)

PFIFI - Tth111I (2532)

BpulOI (3169)
PpuMI (3269)
FspAI (3297)

PshAI (3534)
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