General Description
	DNA pcDNA5/FRT-HA-hM3D
	Entire molecule length: 6832 bp
Feature Map
	CDS (2 total)
		Hygro(R) (no ATG)
			Start: 3353  End: 4375
			Original Location Description:
			   3353..4375
			Qualifiers:
			   /invitrogen="1190000"
		Amp(R)
			Start: 5836  End: 6696 (Complementary)
			Original Location Description:
			   complement(5836..6696)
			Qualifiers:
			   /invitrogen="1020000"
	Homeodomain (1 total)
		HA tag
			Start: 941   End: 967 
			Original Location Description:
			   941..967
	Insertion (1 total)
		hM3D
			Start: 968   End: 2740
			Original Location Description:
			   968..2740
	PolyA Signal (1 total)
		SV40 pA
			Start: 4505  End: 4635
			Original Location Description:
			   4505..4635
			Qualifiers:
			   /invitrogen="1840000"
	PolyA Site (1 total)
		BGH pA
			Start: 2791  End: 3015
			Original Location Description:
			   2791..3015
			Qualifiers:
			   /invitrogen="1870000"
	Primer (8 total)
		CMV forward primer
			Start: 769   End: 789 
			Original Location Description:
			   769..789
			Qualifiers:
			   /invitrogen="1930000"
		T7 primer
			Start: 863   End: 882 
			Original Location Description:
			   863..882
			Qualifiers:
			   /invitrogen="2100000"
		Seq-hM3D begin REV (F)
			Start: 1318  End: 1339
			Original Location Description:
			   1318..1339
		hACAM3-1
			Start: 1351  End: 1370
			Original Location Description:
			   1351..1370
		hACAM3-2
			Start: 1754  End: 1779
			Original Location Description:
			   1754..1779
		Se-hM3D-middle
			Start: 1963  End: 1981
			Original Location Description:
			   1963..1981
		Seq-hM3D-end
			Start: 2503  End: 2521
			Original Location Description:
			   2503..2521
		BGH reverse primer
			Start: 2785  End: 2802 (Complementary)
			Original Location Description:
			   complement(2785..2802)
			Qualifiers:
			   /invitrogen="1910000"
	Primer Binding Site (1 total)
		Seq-hM3D-begin (R)
			Start: 1114  End: 1132
			Original Location Description:
			   1114..1132
	Promoter Eukaryotic (1 total)
		CMV promoter
			Start: 232   End: 819 
			Original Location Description:
			   232..819
			Qualifiers:
			   /invitrogen="2180000"
	Promoter Prokaryotic (2 total)
		T7 promoter
			Start: 863   End: 879 
			Original Location Description:
			   863..879
			Qualifiers:
			   /invitrogen="2370000"
		bla promoter
			Start: 6697  End: 6795 (Complementary)
			Original Location Description:
			   complement(6697..6795)
			Qualifiers:
			   /invitrogen="2330000"
	Replication Origin (1 total)
		pUC origin
			Start: 5018  End: 5691 (Complementary)
			Original Location Description:
			   complement(5018..5691)
			Qualifiers:
			   /invitrogen="2540000"
	Mutation (2 total)
		Y148C
			Start: 1412  End: 1413
			Original Location Description:
			   1412..1413
		A238G
			Start: 1682  End: 1684
			Original Location Description:
			   1682..1684
	Misc. Recombination (1 total)
		FRT
			Start: 3298  End: 3345
			Original Location Description:
			   3298..3345
			Qualifiers:
			   /invitrogen="2710000"
Imported Features Not Shown on Map
	Source (1 total)
		Source_1
			Start: 1     End: 6832
			Original Location Description:
			   1..6832
			Qualifiers:
			   /invitrogen="191"
Restriction/Methylation Map
	Enzyme
	# of cuts
	Positions

	BamHI
	1
	930 

	EcoRI
	1
	3594 

	HindIII
	4
	912 2076 2234 2244 

	NheI
	1
	896 

	XhoI
	2
	1096 2749 



	No cuts: AscI
Sequence
	    1 gacggatcgg gagatctccc gatcccctat ggtgcactct cagtacaatc tgctctgatg ccgcatagtt aagccagtat ctgctccctg cttgtgtgtt 
	  101 ggaggtcgct gagtagtgcg cgagcaaaat ttaagctaca acaaggcaag gcttgaccga caattgcatg aagaatctgc ttagggttag gcgttttgcg 
	  201 ctgcttcgcg atgtacgggc cagatatacg cgttgacatt gattattgac tagttattaa tagtaatcaa ttacggggtc attagttcat agcccatata 
	  301 tggagttccg cgttacataa cttacggtaa atggcccgcc tggctgaccg cccaacgacc cccgcccatt gacgtcaata atgacgtatg ttcccatagt 
	  401 aacgccaata gggactttcc attgacgtca atgggtggag tatttacggt aaactgccca cttggcagta catcaagtgt atcatatgcc aagtacgccc 
	  501 cctattgacg tcaatgacgg taaatggccc gcctggcatt atgcccagta catgacctta tgggactttc ctacttggca gtacatctac gtattagtca 
	  601 tcgctattac catggtgatg cggttttggc agtacatcaa tgggcgtgga tagcggtttg actcacgggg atttccaagt ctccacccca ttgacgtcaa 
	  701 tgggagtttg ttttggcacc aaaatcaacg ggactttcca aaatgtcgta acaactccgc cccattgacg caaatgggcg gtaggcgtgt acggtgggag 
	  801 gtctatataa gcagagctct ctggctaact agagaaccca ctgcttactg gcttatcgaa attaatacga ctcactatag ggagacccaa gctggctagc 
	  901 gtttaaactt aagcttggta ccgagctcgg atccaccatg tacccatacg atgttccaga ttacgctatg accttgcaca ataacagtac aacctcgcct 
	 1001 ttgtttccaa acatcagctc ctcctggata cacagcccct ccgatgcagg gctgcccccg ggaaccgtca ctcatttcgg cagctacaat gtttctcgag 
	 1101 cagctggcaa tttctcctct ccagacggta ccaccgatga ccctctggga ggtcataccg tctggcaagt ggtcttcatc gctttcttaa cgggcatcct 
	 1201 ggccttggtg accatcatcg gcaacatcct ggtaattgtg tcatttaagg tcaacaagca gctgaagacg gtcaacaact acttcctctt aagcctggcc 
	 1301 tgtgccgatc tgattatcgg ggtcatttca atgaatctgt ttacgaccta catcatcatg aatcgatggg ccttagggaa cttggcctgt gacctctggc 
	 1401 ttgccattga ctgcgtagcc agcaatgcct ctgttatgaa tcttctggtc atcagctttg acagatactt ttccatcacg aggccgctca cgtaccgagc 
	 1501 caaacgaaca acaaagagag ccggtgtgat gatcggtctg gcttgggtca tctcctttgt cctttgggct cctgccatct tgttctggca atactttgtt 
	 1601 ggaaagagaa ctgtgcctcc gggagagtgc ttcattcagt tcctcagtga gcccaccatt acttttggca cagccatcgc tggtttttat atgcctgtca 
	 1701 ccattatgac tattttatac tggaggatct ataaggaaac tgaaaagcgt accaaagagc ttgctggcct gcaagcctct gggacagagg cagagacaga 
	 1801 aaactttgtc caccccacgg gcagttctcg aagctgcagc agttacgaac ttcaacagca aagcatgaaa cgctccaaca ggaggaagta tggccgctgc 
	 1901 cacttctggt tcacaaccaa gagctggaaa cccagctccg agcagatgga ccaagaccac agcagcagtg acagttggaa caacaatgat gctgctgcct 
	 2001 ccctggagaa ctccgcctcc tccgacgagg aggacattgg ctccgagacg agagccatct actccatcgt gctcaagctt ccgggtcaca gcaccatcct 
	 2101 caactccacc aagttaccct catcggacaa cctgcaggtg cctgaggagg agctggggat ggtggacttg gagaggaaag ccgacaagct gcaggcccag 
	 2201 aagagcgtgg acgatggagg cagttttcca aaaagcttct ccaagcttcc catccagcta gagtcagccg tggacacagc taagacttct gacgtcaact 
	 2301 cctcagtggg taagagcacg gccactctac ctctgtcctt caaggaagcc actctggcca agaggtttgc tctgaagacc agaagtcaga tcactaagcg 
	 2401 gaaaaggatg tccctggtca aggagaagaa agcggcccag accctcagtg cgatcttgct tgccttcatc atcacttgga ccccatacaa catcatggtt 
	 2501 ctggtgaaca ccttttgtga cagctgcata cccaaaacct tttggaatct gggctactgg ctgtgctaca tcaacagcac cgtgaacccc gtgtgctatg 
	 2601 ctctgtgcaa caaaacattc agaaccactt tcaagatgct gctgctgtgc cagtgtgaca aaaaaaagag gcgcaagcag cagtaccagc agagacagtc 
	 2701 ggtcattttt cacaagcgcg cacccgagca ggccttgtag gcggccgctc gagtctagag ggcccgttta aacccgctga tcagcctcga ctgtgccttc 
	 2801 tagttgccag ccatctgttg tttgcccctc ccccgtgcct tccttgaccc tggaaggtgc cactcccact gtcctttcct aataaaatga ggaaattgca 
	 2901 tcgcattgtc tgagtaggtg tcattctatt ctggggggtg gggtggggca ggacagcaag ggggaggatt gggaagacaa tagcaggcat gctggggatg 
	 3001 cggtgggctc tatggcttct gaggcggaaa gaaccagctg gggctctagg gggtatcccc acgcgccctg tagcggcgca ttaagcgcgg cgggtgtggt 
	 3101 ggttacgcgc agcgtgaccg ctacacttgc cagcgcccta gcgcccgctc ctttcgcttt cttcccttcc tttctcgcca cgttcgccgg ctttccccgt 
	 3201 caagctctaa atcgggggtc cctttagggt tccgatttag tgctttacgg cacctcgacc ccaaaaaact tgattagggt gatggttcac gtacctagaa 
	 3301 gttcctattc cgaagttcct attctctaga aagtatagga acttccttgg ccaaaaagcc tgaactcacc gcgacgtctg tcgagaagtt tctgatcgaa 
	 3401 aagttcgaca gcgtctccga cctgatgcag ctctcggagg gcgaagaatc tcgtgctttc agcttcgatg taggagggcg tggatatgtc ctgcgggtaa 
	 3501 atagctgcgc cgatggtttc tacaaagatc gttatgttta tcggcacttt gcatcggccg cgctcccgat tccggaagtg cttgacattg gggaattcag 
	 3601 cgagagcctg acctattgca tctcccgccg tgcacagggt gtcacgttgc aagacctgcc tgaaaccgaa ctgcccgctg ttctgcagcc ggtcgcggag 
	 3701 gccatggatg cgatcgctgc ggccgatctt agccagacga gcgggttcgg cccattcgga ccgcaaggaa tcggtcaata cactacatgg cgtgatttca 
	 3801 tatgcgcgat tgctgatccc catgtgtatc actggcaaac tgtgatggac gacaccgtca gtgcgtccgt cgcgcaggct ctcgatgagc tgatgctttg 
	 3901 ggccgaggac tgccccgaag tccggcacct cgtgcacgcg gatttcggct ccaacaatgt cctgacggac aatggccgca taacagcggt cattgactgg 
	 4001 agcgaggcga tgttcgggga ttcccaatac gaggtcgcca acatcttctt ctggaggccg tggttggctt gtatggagca gcagacgcgc tacttcgagc 
	 4101 ggaggcatcc ggagcttgca ggatcgccgc ggctccgggc gtatatgctc cgcattggtc ttgaccaact ctatcagagc ttggttgacg gcaatttcga 
	 4201 tgatgcagct tgggcgcagg gtcgatgcga cgcaatcgtc cgatccggag ccgggactgt cgggcgtaca caaatcgccc gcagaagcgc ggccgtctgg 
	 4301 accgatggct gtgtagaagt actcgccgat agtggaaacc gacgccccag cactcgtccg agggcaaagg aatagcacgt actacgagat ttcgattcca 
	 4401 ccgccgcctt ctatgaaagg ttgggcttcg gaatcgtttt ccgggacgcc ggctggatga tcctccagcg cggggatctc atgctggagt tcttcgccca 
	 4501 ccccaacttg tttattgcag cttataatgg ttacaaataa agcaatagca tcacaaattt cacaaataaa gcattttttt cactgcattc tagttgtggt 
	 4601 ttgtccaaac tcatcaatgt atcttatcat gtctgtatac cgtcgacctc tagctagagc ttggcgtaat catggtcata gctgtttcct gtgtgaaatt 
	 4701 gttatccgct cacaattcca cacaacatac gagccggaag cataaagtgt aaagcctggg gtgcctaatg agtgagctaa ctcacattaa ttgcgttgcg 
	 4801 ctcactgccc gctttccagt cgggaaacct gtcgtgccag ctgcattaat gaatcggcca acgcgcgggg agaggcggtt tgcgtattgg gcgctcttcc 
	 4901 gcttcctcgc tcactgactc gctgcgctcg gtcgttcggc tgcggcgagc ggtatcagct cactcaaagg cggtaatacg gttatccaca gaatcagggg 
	 5001 ataacgcagg aaagaacatg tgagcaaaag gccagcaaaa ggccaggaac cgtaaaaagg ccgcgttgct ggcgtttttc cataggctcc gcccccctga 
	 5101 cgagcatcac aaaaatcgac gctcaagtca gaggtggcga aacccgacag gactataaag ataccaggcg tttccccctg gaagctccct cgtgcgctct 
	 5201 cctgttccga ccctgccgct taccggatac ctgtccgcct ttctcccttc gggaagcgtg gcgctttctc atagctcacg ctgtaggtat ctcagttcgg 
	 5301 tgtaggtcgt tcgctccaag ctgggctgtg tgcacgaacc ccccgttcag cccgaccgct gcgccttatc cggtaactat cgtcttgagt ccaacccggt 
	 5401 aagacacgac ttatcgccac tggcagcagc cactggtaac aggattagca gagcgaggta tgtaggcggt gctacagagt tcttgaagtg gtggcctaac 
	 5501 tacggctaca ctagaaggac agtatttggt atctgcgctc tgctgaagcc agttaccttc ggaaaaagag ttggtagctc ttgatccggc aaacaaacca 
	 5601 ccgctggtag cggtggtttt tttgtttgca agcagcagat tacgcgcaga aaaaaaggat ctcaagaaga tcctttgatc ttttctacgg ggtctgacgc 
	 5701 tcagtggaac gaaaactcac gttaagggat tttggtcatg agattatcaa aaaggatctt cacctagatc cttttaaatt aaaaatgaag ttttaaatca 
	 5801 atctaaagta tatatgagta aacttggtct gacagttacc aatgcttaat cagtgaggca cctatctcag cgatctgtct atttcgttca tccatagttg 
	 5901 cctgactccc cgtcgtgtag ataactacga tacgggaggg cttaccatct ggccccagtg ctgcaatgat accgcgagac ccacgctcac cggctccaga 
	 6001 tttatcagca ataaaccagc cagccggaag ggccgagcgc agaagtggtc ctgcaacttt atccgcctcc atccagtcta ttaattgttg ccgggaagct 
	 6101 agagtaagta gttcgccagt taatagtttg cgcaacgttg ttgccattgc tacaggcatc gtggtgtcac gctcgtcgtt tggtatggct tcattcagct 
	 6201 ccggttccca acgatcaagg cgagttacat gatcccccat gttgtgcaaa aaagcggtta gctccttcgg tcctccgatc gttgtcagaa gtaagttggc 
	 6301 cgcagtgtta tcactcatgg ttatggcagc actgcataat tctcttactg tcatgccatc cgtaagatgc ttttctgtga ctggtgagta ctcaaccaag 
	 6401 tcattctgag aatagtgtat gcggcgaccg agttgctctt gcccggcgtc aatacgggat aataccgcgc cacatagcag aactttaaaa gtgctcatca 
	 6501 ttggaaaacg ttcttcgggg cgaaaactct caaggatctt accgctgttg agatccagtt cgatgtaacc cactcgtgca cccaactgat cttcagcatc 
	 6601 ttttactttc accagcgttt ctgggtgagc aaaaacagga aggcaaaatg ccgcaaaaaa gggaataagg gcgacacgga aatgttgaat actcatactc 
	 6701 ttcctttttc aatattattg aagcatttat cagggttatt gtctcatgag cggatacata tttgaatgta tttagaaaaa taaacaaata ggggttccgc 
	 6801 gcacatttcc ccgaaaagtg ccacctgacg tc 
Component Fragments
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