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GTCARCARCA CTCEIGACTG GOOCACTAXC TCAGCACRCG 400 *;f‘;’;‘jﬂg
ACAGACROGC TACATCOCCA, CTACCT GECGICCTIC '@a@@b@wﬁo e
AGrTAGGn “CRGOTATIT| GGt A CORGROOGGR GICACEH. 500
TTACTGCTCA ATGCRCGRAGAR ACCTTORICG TOCGAGRARG 550 1
TCAGRCCACG AAAGGTGCCT ACTOLG AGTGICIGAC TICGACRRCG 600 g i
/ CCARGGGCCT CAA’E,GI%KAG CRCTA TCOGCARGCT GERCAGCCCC, . 650 0\% ‘
COCTTCTACA /TCACCTCO0G CACOCAGTTC AMCAGCCTAC AKX acrdsT 700 9 1
g GECCTACTAC TCCARRCACG CCGATGGCCE GTECCAACEC CTCACCARCCG 730
end . TGIed & Grochadocs ' GoCTGROCAA GRATCCCTES g0 .
A L CXTOCEIC. GOGAGTOGCT GOGOCTOGRS GICRAGCTUG, GUCAGIECIG 85 V2
CTTTGGCGAG GTGTCGATES GGACCTCGAR G Vestasl ceeiiccC NS 1
TpARCCCT GRAGCCTCGC AQCATGICTC, CAGAOGCCTT CCTCCAGGRG 950 /(
CCOCAGGTCA TGRAGARGCT GROGCATGAG AGTIGTATGC 1000 2
TGTGOTTICA GAGGRGCCCA TTTACATOGT CACGGRGTRC ATGAGCARGG 1050 o
(0 CGAGTTIGCT, GEACTTTCIC A AOGGAGAGE. CACGCAAGTR CCTOCCCCTG 1100
e CTCRGOTCG TOGRCATOGC TOCTCRGRTC GCCTCAGGCA TECCGTACGT 1150
| GepacIRIe CTAOGICC ACCGGGAOCT TGTOCHECC AACRICCTR? 1200
(or TGnaGAS. CCTSTCICE AARGTGGOCG ACTITOGGCT GACTASGCIC 1250 _|yp
oW 7T RTTCAAGACA ATGRGTACAC CECGOCCAR CGTGOCARRT TCOCCATCAA 1300 S
GTCCACCOCT CCAGAACCTG CCCTCTATCS COGCTICACC ATCRAGTCCG 1350 ¢
AOGIGICGIC CTTCCEGATC CIGCIGACTG ACCTCACCAC AARMGEGACCEG 1400 ‘
CTLOCCTACC CTGGGATGGT GRRCCOCERG CTOCTCEACC POGIOGRGCG 1450 T
. CCOCTACCGG ATGOOCTACC CBCCEERGTE TOCOGAGTCC CTGCACGACC 1500 ¢
L, TCATGIGCCA AACGACCCTG AGGAGCGRCC CACCTTORS wso T
@ TacoTGCOS CCTROCTRR GGACTACTIC C0G AGOCCCAGTR - 1600
¥ ccachoctse GAPACCTE 2 {¢lecy GAC CGGCTICICG 1650
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¢c-SRC.TXT Sequence

10 20 30 40 50
1234567890 1234567890 1234567890 1234567830 12345673890

CTGCCACEAC CATGGAGTAGC AACARGACCA AGCCCAAGEA TGOCAGCCAG 50
' MG S NKSK PXD A S Q
COGOGCOGCA GOCTEGAGCC CGCOGAGAAC GTGCACGECG CTGGCCEEES 100

R RRS LEP AEN VHGA GGG
CGOTTICCCC GOCTCGCAGA CCOCCAGCAA GOCAGCCTOG GRCGACGELC 150

X A
ACCECOGOCC. CAGCGCGECC TToscarcc OGGECEaGA GOCCARGCTG 200
RGP SAA FAPA AAE PKL
TTOGGAGGCT TCAACTCOCTC GGACACCGTC ACCTOCCCGC AGRGGEGCGEG 250

F GGF NS S DTV TS PO R Awwﬁf

CCCCOTEECC GGTOCAGTCA CCACCTTIGT GGOCCICTAT GACTATGAGT 300
P LA GGVT TFV ALY DYE S
CTACCACGGA GACAGACCTG TCCTTCAAGA AAGCCGAGCG GCTCCAGHTT 350

GﬂﬁM&B@(ﬁ.GNBKIE&GA.CﬂlIKiKIG(}IKEKHCGC’Rﬁ&K%CMJE 400

ACAGACAOGC TACATCCCCA GCAACTACGT GGCGOCCICC GACTCCATCC 450
oTG YIPS NYV APS DSIQ
AGGOTGACCA GICGTATTTT GGCAAGATCA CCAGACGGGA GICAGAGCGG 500
A EREE WYPFP GKIT RRE S ER
TTACTGOTCA ATGCAGACGAA CCOGAGAGGG ACCTTCCTCG TGOGAGAAAG 530
L L LN AEN PRG TFLV RES

TEAGACCACG AAAGETGCCT ACTGCCICIC AGIGICTGAC TICGACAACG 600

 CCARGCGCCT CAACGIGARAG CACTACAACGA TCCGCAACGCT GEACAGCGEC 650
XK GL NVEK HYEXKI RKL DSG
CCCTTCTACA TCACCTOCOG CACCCAGTIC ARCAGCCTGC AGCAGCTGGT “700
¢ FYI TSR TQF NSLOQ QLY
CGCCTACTAC TCCARACACG CCGATGGCCT GIGOCACCEC CTCACCACCG 750
AYY S¥X¥XHA DGL . CHR L TTYV

We QT
TGHKIIK%C(EII%MIIﬂ}CMQ&ﬂIﬁaaCIIIGXIEA(IEHGJﬂEG 800

GAGATCCCTC GGGAGTCGCT GOGGCTGGAG GTCARGCTGG GCCAGGECIG 850
CTTTGOOGAG GTGTGGATCG GGACCTGGRA (OGIACCACC AGGGTGGCCA 900

FeF VWMG TWN GTT RV ATI
bonT
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¢-SRC.TXT Sequence

10 20 30 40 50
1234567890 1234567890 1234567890 1234567890 1234567890

TCAAAACCCOT CAAGCCTGEEC ACGATGTCTC CAGAGGCCTT CCIGCAGGRG 950
[Ef" L. k' PG TMSP EAF L QE
GOCCAGGICA TCAAGAAGCT GAGGCATGAG AACCTGGIGC AGITGIATGC 1000
A QVM KKXKL RHE KLVQ L YA
TGEIGOTTTCA GAGGAGCCCA TTTACATCGT CACCGGAGTAC ATGAGCAAGG 1050
VvV s EEPI YIV TEY MSKSG
CEAGTTICCT GEACTTICTC ARGGGGGAGA CAGGCAAGTA CCIGCCGECIG 1100
S L L DFL KGET GKY L RL
COTCAGOTOG TEGACATGREC TGCTCAGATC GCCTCAGGCA TGGOGIACGT 1150
P Q LYV DMA AQI ASGM AYV
GEAGCGEATG AACTACGTCC ACCGGGACCT TCGTGCAGCC AACATCCIGG 1200
ERM NYVH RDL RAA NIULYV
TCEGACACAA CCTCGIGTEC AAMGTGGCCG ACTTIGEGCT GGCTCGRCTC 1250
G EN LVC KVAD FGL ARL
ATTGARGACA ATCAGTACAC GCOGCCGCAA GGTGCCAAAT TCCCCATCAA 1300
I E DN EY T AROQOQ GAKVF P IK
GTCEACGECT CCAGAAGCTG COCTCTATGG CCGCTTCACC ATCAAGICGG 1350
WTA PEAA LYG RFT IXKSZSD
ACCIGIGEIC ACCTCACCAC AAAGGGACGG 1400
VWS FG@G I, L TE L TT KGR
GTECCOTACC CTOCGEATGAET GAACCGOGAG GICCTGEACC AGGTGGAGCG 1450
VPYP GMV NRE VLDOQ V ER
OCCTACCGEE ATGOCCTGCC CGOOGGAGTG TCCCGAGTCC CTGCACGACC 1500
G YR MPCP PEC PES L HDL
TCATGTCCCA GTCCTEEOGE AMGEAGOCTG AGGAGCGECC CACCTTOGAG 1550
M CQ CWZR KEPE ERP TF E
TACCTGCAGG CCTTOCTGEA GGACTACTTIC ACGICCACCG AGCCCCAGTA 1600
Y LOA FLE DYF TSTE P Qv
CCAGCCOGGE GAGAACCTCT AGGCACAGGAC GGGCCCAGAC COGGCTICICG 1650
Q PG ENL .
GUTTOGATC 1659
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c-src Restriction Sites

‘IMap Neme |[# Sites|"aAll Enzymes" Sites

2atIT 0

Acch5I 883

AccT 0

Ac1T R} 51, 57, 71, 95, 110, 153, 155, 166, 179,

' 181, 185, 238, 247, 253, 339, 498, 633,

647, 650, 669, 738, 769, 822, 1095, 1155,
1275, 1332, 1425, 1449, 1471, 1518, 1536,
1630

Af1IT ol

Af1ITT H 1352

AgeT 0

AhaTl 2| 54, 433

AluT of 198, 639, 696, 837, 969, 984, 1107, 1318,
1383 :

ATWE 5| 624, 798, 1375,°1362, 1664

ATwWNT . 4} 586, 696, 783, 1318

Apal 2{ 253, 1636

Ppall o

Apol A 1288

AscT 0f

Asel ol

Avarl 4] 522, 809, 1483, 1606

Avall 6l 8, 530, 872, 1176, 1358, 1437

AvrTT 0

BalT 2} 787, 898

Pl wer ¥ 1 1367 '

RanT 6l 53, 432, 565, 883, 1282, 1401

BanTT 70 71, 194, 253, 1019, 1385, 1585, 1636

Besl 1| 1262 _

BovI 9ﬂ 71, 702, 705, 806, 835, 1085, 1107, 1198,
1305

BclT O

Bfat 2l 302, 1620 |

Bl T 21 155, 181

RolTT 0

Boull02T wob ¥ 1) 391

BsaAT 21 429, 1149

BsaBI 0

RsaHT 2] 54, 433

Bsal no b ¥ 1 547
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c-src Restriction Sites

‘[Map Name [# Sites|"All Enzymes" Sites

Bsall 171 11, 35, 137, 153, 179, 218, 602, 788,
797, 808, 843, 890, 953, 1410, 1411, 1606,
1607

BsiEL 21 143, 185

BsiWL oo by ) 1145 U

BslI " 16| 50, 63, 165, 242, 243, 259, 456, 639,
789, 948, 1235, 1301, 1411, 1412, 1416,
1608

BemAT 5| 304, 362, 547, 932, 1072

Baril ol

Bspl2861 101 71, 86, 194, 253, 757, 1019, 1385, 1406,
1595, 1636

BspDL 0l

BspET 0

BspHI 1} 959

BepME .21 1100, 1562

BsMIT 0

RorFT 2] 259, 1640

BerT 18 376

BsgHIT 0

Bst11071 0

BstBT 0

BstEIT 0

BstNI 15) 6, 64, 451, 784, 798, 844, 876, 891, 917,
955, 1198, 1213, 1412, 1441, 1567

BstUL 5| 155, 166, 181, 1275, 1427

BstXT 4 12, 279, 894, 1197

BetYI 31 629, 803, 1367

B=su361 20 1134, 1529 _

CEr10T 21 259, 1640

ClaT 0

DoeT 10} 391, 455, 579, 776, 970, 1103, 1124,
1134, 1379, 1529

Dl 6l 478, 631, 805, 1129, 1369, 1658

DenTT 6l 476, 629, 803, 1127, 1367, 1656

Dral 0 |

Dralll 1 752

Dral 14 318

Fael 8| 140, 147, 182, 257, 785, 896, 1226, 1329

Fagl 21 140, 182
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c-src Restriction Sites

5/13/98

‘Map Name |# Sites|"All Enzymes" Sites

Famnl1051 2 297, 1356

Ear® Of

Ecl11361IT 14 1383

Fcod711T 0

FcaNT - 21 787, 946

Eco01091 5 530, 606, 780, 872, 1176

EcaRT 0

BooRkv 0

Esp3T 0j

Espl 14 391

PriadHT 24 52, 57, 60, 156, 167, 182, 185, 340, 648,
651, 691, 694, 769, 820, 823, 849, 1096,
1099, 1121, 1187, 1276, 1319, 1332, 1537

FokI 9f 52, 400, 433, 805, 879, 1170, 1180, 1428,
1473

Fgpl O

HaeIl 4 57, 92, 104, 436

HaellX 231 142, 149, 158, 169, 184, 251, 259, 283,
382, 608, 703, 728, 782, 787, 842, 898,
937, 952, 1228, 1331, 1539, 1561, 1634

Hoal 0

o AT 2] 86, 1385

HaT 6| 56, 91, 103, 166, 435, 1275

HincIT 1l 354

HindITT Ot

HinfT 6l 298, 442, 490, 774, 814, 1486

HinPT 6l 54, 89, 101, 164, 433, 1273

{Hpal 0

HpaTll 6y 260, 1173, 1458, 1474, 1607, 1641  _

HchtT N 222, 471, 654, 735, 1329, 1377, 1431

KasI ax g 20 53, 432

Kol ¥ e 13 887

Mael - 2] 302, 1620

MaeTT gl 80, 428, 614, 760, 1148, 1166, 1352, 1582

Maelll 41 228, 267, 500, 1029

MooT 6] 476, 629, 803, 1127, 1367, 1656

MooIT 2t 975, 1267

MIuL of

MnlT 3} 123, 147, 198, 228, 243, 235, 295, 356,
447, 449, 519, 547, 586, 619, 675, 751,
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c-src Restriction Sites

" IMap Name

# Sites|"All Enzymes" Sites

818, 821, 851, 926, 941, 964, 1004, 1112,
1143, 1333, 1421, 1510, 1523, 1562, 1627

MscT 2f 787, 898

Msel of

Mspl 6l 260, 1173, 1458, 1474, 1607, 1641

MmnT 0

Nael 0

NarT 21 54, 433

Neil 3| 1174, 1607, 1608 .

Nool i 11

el of

NoeML 0

NheT Of

NlaIll 7 15, 963, 979, 1044, 1119, 1143, 1506

Nlalv 18] 55, 68, 159, 251, 343, 434, 531, 567,
873, 885, 1016, 1177, 1284, 1310, 1369,
1403, 1526, 1634

NotT - 1h 182

NruT 0

NsiT 0

NspBIT 71 51, 155, 181, 255, 647, -696, 1107

NepHT 0 '

PacT 0

PaeR/1 8

PEIMTL no p(_?p 14 1301

Plel 6l 306, 436, 498, 768, 822, 1494

Fmel .0

BrilT 0

PouMI 3l 530, 872, 1176 .

Pstl 35692, 947, 1559 Ll 253

Pt 0

Bl hotwgpcil2] 696, 1107

Rsal 7| 885, 1039, 1090, 1147, 1267, 1552, 1600

Reril Of :

SacT 1] 1385

SacTl 2 156, 182

SalT ol

Sau3al 6| 476, 629, 803, 1127, 1367, 1656

Sau961 18f 8, 157, 249, 250, 282, 381, 530, 606,
780, 840, 872, 951, 1176, 1358, 1437,
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c-src Restriction Sites

"IMap Name |[# Sites|"2all Enzymes" Sites

1538, 1632, 1633

ScaTl 0

ScrFI 18] 6, 64, 451, 784, 798, 844, 876, 891, 917,

) 955, 1174, 1198, 1213, 1412, 1441, 1567,
1607, 1608 "

SecT 171 11, 35, 137, 153, 179, 218, 602, 788,
797, 808, 843, 890, 953, 1410, 1411, 1606,
1607

SfaNT 3} 30, 783, 1451

SfcT 3] 688, 943, 1555

SfiT 1} 155

Srval 1] 1608

ShaBT 0

Spel O

Scht ol

SolI 1) 1145

Ssol 0

Stul 2l 937, 1561

Styl 4 11, 35, 602, 788

Tagl 21 593, 1547

TEiL o -

TehillT 1] 226

XeaT 0

plenil 3| 426, 850, 1197

XhoT O

Xral 1| 1606

Xl 0l

5/13/98 -5-




http:/iwww.nchi. nim.nik.govirdogi-bis/ GenBank Database Document Reader
birx_doc¥genbanl:+37807

N

LOCUS
DEFINITICON
ACCESSION
NID
KEYWORDS

SOURCE
ORGANISM

REFERENCE
AUTHORS

TITLE

JOURNAL
MEDLINE
REFERENCE
AUTHORS
TITLE

JOURNAL
MEDLINE
REFERENCE
AUTHORS
TITLE

JOURNAL
MEDLINE
COMMENT

FEATURES
source

gene

cDs

intron

exon

BASE COUNT
ORIGIN

" HUMSRC1l 255 bp DNA PRI 13-JAN-1995
Human c-src-1 proto-oncogene, exon 12.
K03218
g338458

c-myc proto-oncogene; proto-oncogene; Src¢ gene; sSrc oncogene.
11 of 11
Human DNA, clones HS1A and HSLB [1], clone lambda-S3H (2].
Homo sapiens
Eukaryotae; mitochondrial eukaryotes; Metazoa; Chordata;
Vertebrata; Eutheria; Primates; Catarrhini; Hominidae; Homno.
1 {bases 1 Lo 255)
Tanaka,A., Gibbs,C.P., Arthur R.R., Anderson,S.K., Kung,HB.J. and
Fujita,D.J.
DNA sequence encoding the amino-terminal region of the human c-src¢
protein: implications of sequence divergence among src-type kinase
oncogenes
Mol. Cell. Biol. 7 (5), 1978-1883 (1987)
87257303
2 {bases 10 to 255)
parker,R.C., Mardon,G., Lebo,R.V., Varmus,H.E. and Bishop,J.M.
Isolation of duplicated human c-src¢ genes located on chromosomes 1
and 20
Mol. Cell. Biocl. 5 {4), 831-838 (1985}
85187981
3 (bases 1 to 258)
Anderson, S.K., Gibbs,C.P., Tanaka,A., Kung,H.J. and Fujita,D.J.
Human cellular src gene: nucleotide sequence and derived amino acid
sequence of the regiocn coding for the carboxy-terminal two-thirds
of ppblc-src
Mol. Cell. Biol., 5 {5}, 1122-1129 (1985}
85213483
Draft entry and computer-readable sequence for [2] kindly provided
by D.J.Fusita, 02-0CT-1985. See segment 1.
"Location/Qualifiers
1..255
/organism="Homo sapiens®
/db_xref="taxon:9606"
/map="20gll.2-gi3"
join(M16237:12..271,M16243:l..llB,M16244:1‘.113,
M16245:1..115,K03212:1..164,K03213:1..170,K03214:1..194,
¥03215:1..91,K03216:1..165,K03217:1..146,1..218)
/gene=*SRC" - 7 3 o
join(M16232¢11_~2&1,M16243:11..110,M16244:10..108,
$ M16245:8.7111,Ko3212:1%.1};9,x03213?1o:f165, —
K03214:10.77189,K03215:107.86,K03216:7.7160,K03217:10.
10..218)
/gene="58RC"
/note="pp60 ¢-src-1 protein*
/ecodon_start=1
/@b_xref="PID:g338460"
/translation=“MGSNKSKPKDASQRRRSLEPAENVHGAGGGAFPASQTPSKPASA
DGHRGPSAAFAPAAAEPKLFGGFNSSDTVTSPQRAGPLAGGVTTFVALYDYESRTETD
LSPKKGERLQIVNNTEGDWWLAHSLSTGQTGYIPSNYVAPSDSIQAEEWYFGKITRRE
SERLLLNAENPRGTFLVRESETTKGAYCLSVSDFDNAKGLNVKHYKIRKLDSGGFYIT
SRTQFNSLQQLVAYYSKHADGLCHRLTTVCPTSKPQTQGLAKDAWEIPRESLRLEVKL
GQGCFGEVWMGTWNGTTRVAIKTLKPGTMSPEAFLQEAQVMKKLRHEKLVQLYAVVSE
EPIYIVTEYMSKGSLLDFLKGETGKYLRLPQLVDMAAQIASGMAYVERMNYVHRDLRA
ANILVGENLVCKUADFGLARLIEDNEYTARQGAKFPIKWTAPEAALYGRFTIKSDVWS
FGILLTELTTKGRVPYPGMVNREVLDQVERGYRMPCPPECPESLHDLMCQCWRKEPEE
RPYFEYLOAFLEDYFTSTEPQYQPGENL"
<l..9
/gene="SRC"
/note="¢c~sxc-1 cds intron K*

.141,

10..>218
/gene="SRC"
/note="pp60 c-src-1 protein; GO0G-120-750°
/number=12
44 a 86 ¢ 86 g 395 ¢

Chromosome 20gl2-gl3; about 250 bp after segment 10.

1 etgocacagg gatggtgaac cgcgaggtge tggaccaggt ggageggggce taccggatgce
6l cctgecogee ggagtgtoce gagtecctge acgacchbcat gtgogagtgc tggeggaagyg
121 agcctgagga gcggeccace bttegagtacce tgcaggectt cctggaggac tacttcacgt

Paga t

Wednesday, May 13, 1998
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*181 ccaccgagec ccagtaccag ceoggggaga acctctag{gc acaggegygge ccagaccggce
241 ttcteggett ggatce
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