
3'-T\overhang 90...90

5'-UTR 5816...5865

HBB exon1 5816...5957

HBB exon2 8261...8483

HBB exon3 9334...9594

bGHA 13409...13640
T7\primer 13709...13690

T7\promoter 13709...13693
M13\(-20)\forward\primer 13732...13717
M13\(-40)\forward\primer 13752...13736

BD2
17461 bp

TOPO\binding\site 86...90

HBBL 94...6000

HBBR 8168...10117 LoxP 6001...6034

bGHA 7890...8121

5995 NheI (2)

8162 NheI (2)
LoxP 8128...8161

wild-type HBB, a to t mutation in SCD 5885...5885

M13\reverse\primer 1...17

PGK\promoter 6035...6561
HygroCDS 6562...7587

f1\origin 13873...14311
Kan(R) 14645...15439

Amp(R) 15457...16317
pUC\origin 16462...17135

lac\promoter 17352...17461
lac\repressor\binding\site 17436...17456


