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Ple215 (pEMS1261)
17875 bp

Kozak consensus
EGFP

Tetracysteine residue

NLS

SV40 early polyA signal

FFRT (F5 mutant)

FFRT

I-Sce-I

Ple215 (TAC1-B)

Region LongProm
Region 1B

AmpR

AmpR

5' homology sequence

3' homology sequence

HPRT complementary sequence


