Plel0 (pEMS1239)

Ple10 (AVP-A)
b S K
FFRT (F5 mutant) P** .

AMPR Kozak consensus E—
EGFP

-y

LongProm Region

Tetracysteine residue

NLS

5"homology sequence FFRT

Ple10 (pEMS1239) SV40 early polyA signal

18001 bp

HPRT complementary sequence

[-Sce-I|
AmpR

3" homology sequence

Participating Organizations
- Centre for Molecular Medicine and Therapeutics Financial Support
- Genome Sciences Centre - Genome British Columbia - UBC Office of Vice-President Research

- UBC School of Journalism - Genome Canada - BC Mental Heath and Addiction Services

-The University of British Columbia - UBC Institute of Mental Health - GlaxoSmithKline

-The University of Tennessee - Child & Family Research Institute .

- International BioPharma Solutions Ltd. www.plelades.org

Wednesday, March 10, 2010 1:48:18 PM Page 1



