
LOCUS       pGal80,y+              12577 bp ss-DNA     circular SYN 23-Sep-2005 
DEFINITION  - 
ACCESSION   - 
KEYWORDS    - 
SOURCE      - 
FEATURES             Location/Qualifiers 
     transposon      630..667 
                     /note=5P' 
     gene            839..2146 
                     /note=GAL80 coding region 
     terminator      2168..2415 
                     /note=hsp70 termination 
     gene            2502..10307 
                     /note=yellow 
     misc_feature    10318..12194 
                     /note=pBR322 
     transposon      12355..12576 
                     /note=3P' 
BASE COUNT      3894 A      2474 C      2546 G      3663 T         0 OTHER 
ORIGIN      ? 
        1 CGTTCCCATG TGTTGGTCTG TATGCCGTAG TGCTGCCGTC GCAGCGGTTT TCACGCCAAA 
       61 TCTGGCTTGT TTCAGAGGTC AGGAACTAAC TTAGTCTGCA GGTGTAGTTA GCATGTTCCC 
      121 GCCTACACAG GTTCACTGAA CAAAAGTATT TAAACATAAA AATATCTATT TTATAGATAC 
      181 AATTTTTCTT GTTCTTATAG TTTTTACTAA GAAAACGATT AGTTATAAAA AATATTATGT 
      241 AAGTGATGTC AAAAAAGAAA GTAGCATGTC GTTGGTATTC TTTTCATAAT TGAGTTCAAG 
      301 GCTAAACTTT TTCTATTCCA TATATTTTTA AATAATTTAT ATCATTACCC GAATTATATT 
      361 TCAAAGGAAA AACAGTTAGG TAAACTTTCT TCTATTATAT TTTTACTCTT TAAAAACTTT 
      421 CCTATGCATT GTAGTAACGT TTTAGATTTT TTTTTGCCTA TTTATTTAAA CATAAATCAG 
      481 CAAATTCTAT TTTATTCATA AATGTCCCAC CAACCAATGT TCTTCAAGAC AATAGCCTAC 
      541 AGCACTAGTG CCCCAGTTCG GGCAAGGTCA TCCTGGAGAC GCTTAACTTC TCCGCCGCCG 
      601 ATCTGCCGCT GGACTACGTG GGTCTGGCCC ATGATGAAAT AACATAAGGT GGTCCCGTCG 
      661 ATAGCCGAAG CTTACCGAAG TATACACTTA AATTCAGTGC ACGTTTGCTT GTTGAGAGGA 
      721 AAGGTTGTGT GCGGACGAAT TTTTTTTTGA AAACATTAAC CCTTACGTGC GGCCGCTAAG 
      781 CAAATAAACA AGCGCAGCTG AACAAGCTAA ACAATCTGCA GCCCAAGCTG GCCGCAACAT 
      841 GGACTACAAC AAGAGATCTT CGGTCTCAAC CGTGCCTAAT GCAGCTCCCA TAAGAGTCGG 
      901 ATTCGTCGGT CTCAACGCAG CCAAAGGATG GGCAATCAAG ACACATTACC CCGCCATACT 
      961 GCAACTATCG TCACAATTTC AAATCACTGC CTTATACAGT CCAAAAATTG AGACTTCTAT 
     1021 TGCCACCATT CAGCGTCTAA AATTGAGTAA TGCCACTGCT TTTCCCACTT TAGAGTCATT 
     1081 TGCATCATCT TCCACTATAG ATATGATAGT GATAGCTATC CAAGTGGCCA GCCATTATGA 
     1141 AGTTGTTATG CCTCTCTTGG AATTCTCCAA AAATAATCCG AACCTCAAGT ATCTTTTCGT 
     1201 AGAATGGGCC CTTGCATGTT CACTAGATCA AGCCGAATCC ATTTATAAGG CTGCTGCTGA 
     1261 ACGTGGGGTT CAAACCATCA TCTCTTTACA AGGTCGTAAA TCACCATATA TTTTGAGAGC 
     1321 AAAAGAATTA ATATCTCAAG GCTATATCGG CGACATTAAT TCGATCGAGA TTGCTGGAAA 
     1381 TGGCGGTTGG TACGGCTACG AAAGGCCTGT TAAATCACCA AAATACATCT ATGAAATCGG 
     1441 GAACGGTGTA GATCTGGTAA CCACAACATT TGGTCACACA ATCGATATTT TACAATACAT 
     1501 GACAAGTTCG TACTTTTCCA GGATAAATGC AATGGTTTTC AATAATATTC CAGAGCAAGA 
     1561 GCTGATAGAT GAGCGTGGTA ACCGATTGGG CCAGCGAGTC CCAAAGACAG TACCGGATCA 
     1621 TCTTTTATTC CAAGGCACAT TGTTAAATGG CAATGTTCCA GTGTCATGCA GTTTCAAAGG 
     1681 TGGCAAACCT ACCAAAAAAT TTACCAAAAA TTTGGTCATT GACATTCACG GTACCAAGGG 
     1741 AGATTTGAAA CTTGAAGGCG ATGCCGGCTT CGCAGAAATT TCAAATCTGG TCCTTTACTA 
     1801 CAGTGGAACT AGAGCAAACG ACTTCCCGCT AGCCAATGGA CAACAAGCTC CTTTAGACCC 
     1861 GGGGTATGAT GCAGGTAAAG AAATCATGGA AGTATATCAT TTACGAAATT ATAATGCCAT 
     1921 TGTGGGTAAT ATTCATCGAC TGTATCAATC TATCTCTGAC TTCCACTTCA ATACAAAGAA 
     1981 AATTCCTGAA TTACCCTCAC AATTTGTAAT GCAAGGTTTC GATTTCGAAG GCTTTCCCAC 
     2041 CTTGATGGAT GCTCTGATAT TACACAGGTT AATCGAGAGC GTTTATAAAA GTAACATGAT 



     2101 GGGCTCCACA TTAAACGTTA GCAATATCTC GCATTATAGT TTATAATCTA GAGCTTATCG 
     2161 ATACCGTCGA CTAAAGCCAA ATAGAAAATT ATTCAGTTCC TGGCTTAAGT TTTTAAAAGT 
     2221 GATATTATTT ATTTGGTTGT AACCAACCAA AAGAATGTAA ATAACTAATA CATAATTATG 
     2281 TTAGTTTTAA GTTAGCAACA AATTGATTTT AGCTATATTA GCTACTTGGT TAATAAATAG 
     2341 AATATATTTA TTTAAAGATA ATTGCGTTTT TATTGTCAGG GAGTGAGTTT GCTTAAAAAC 
     2401 TCGTTTAGAT CCACTAGTTC TAGAGCGGCC GCAGCTTGAT TCGACTATTA AATGATTATC 
     2461 GCCCGATTAC CACATTGAGT GGTTTAAAAT AGCCATAAAA TATGCAACTG ACGATGGCTT 
     2521 AAGATAAATA CGTCGCAGAG TCACTCATAA ATTTCGAACG CAGCCCGCTG ATTTACCTAC 
     2581 CCCTCTAAAC GATTCATAGT ATATGTACGA GTATATCCAC TAAGCTTTTT CGAGCACTGA 
     2641 TTTTTTCGCT TGCACGAGAC AAGTGCACCA CCGCAATTGC AGGCAAATTA TGTCTGAGGT 
     2701 AATGATTCCG TTTCGTGCAA GATTACACAG AAATCAAATT ACGACAACCT TTATTCAGTA 
     2761 AGCAAACAAA GCCTTTGTTG GCATCTAATT ATTCCACTTA TGGTTGCGAT TTCGGGAGCT 
     2821 ACAATCGGTT TTGGTTTAGT ATATCTAGCG AGTTCCTTGG CGACATTTAA AATTTACAAA 
     2881 TAAAGTTTCT CTATTCAATC GGGACAGTGG AAATTGACTA TTTTATTTAT ATTAATGAAC 
     2941 TTATTTTTAA TTTGGCTTAA GTTACTAAGG GGTACTAATA GTTTGAGCGC AGTGCATGTC 
     3001 ATGGGGACAT GTGCAATTGT GTGTAAGCGG GAAGTGATCG CGGCCTTCCG AATTTGGCCA 
     3061 TGCCAAATAA TCCCAGCTCG AAAGGAGGGG ACCCGGCGGT CAGGGCCATG GACATTGAAC 
     3121 TTGAAAAAAA AAAAAACACA AAAATATATA ACACAAAACG GAAAATGCTG TGTACCGCTT 
     3181 ATGTTAGAGA AGTTGAGCAA CGGGTTTTTC GTTTTGCAGT CACGATGGAT TTCCAAATTA 
     3241 GTGTAGGAGG GGGGAGGGGA GGGAGGGAGA TAATGTCCAG GCTGCCATAA GTGGGGAATA 
     3301 AGGAAAATAA AACATGAAAC ACGGGTCGGG CAATGTCATG CGGTATTCGG CTTTGCTTTC 
     3361 CGCCCAAGTT GAAGTGATCC TGTGTGTAAA TAATGTCGAA TGTTGCCGGT CGGTTGCATA 
     3421 AGCGTTAGTC AATTATGCCA AAGAGATCTG ATTTGTGGAA GCTTTTTTTG ACCACTTAGC 
     3481 GCGCTCCGCT TGATGTTGTT TTGTTTTGTG CTGGGGCAGA AAACTTGTTT CAATTATTGG 
     3541 GAAAAGTGCG TATAAATCAT TGCCGCAAGC TCTGAAAAGC GAAAAAGAAA AACAGTAACC 
     3601 AAACAGACAA ACGCAGCATC CCCCCACACA ATTAAGCAAA AACTTGAAAA CAAGTCAATT 
     3661 CGAAAAAAAT TATAGGTTCA ACGGCTGCAG CGATCGCATC ATTAGTTGCG TTTTTAGTAA 
     3721 ATACACCATT TCATTACACA ACACACACAA TTAATTAATA AAACTGTACT GGTTATTTCA 
     3781 AGTGTGTCTT TTAATAAGCC TGCCGATCGC AATAAATTCG AGCAGCATTG CCGGTAATTT 
     3841 TGTGCAACAT ATTTTTCGAT TGCCACACCG TGTTTGTTTA TTTTTCTGTG GGTGCAATGA 
     3901 TTTAGAATGC GGGCAAGGGA TCAAGTTGAA CCACTTCTAA GAAAAAATAG CATTGCATAA 
     3961 ATGATATAGA GTCCAAAAAC TACACAAATT CAATAGCAGT AATGGTTACA TTAGCTTTGA 
     4021 AATTGTTTTT AGACATCCGA AGAAATAAGA TTAAATTTAA ACGGCATTCT TTAATTTGTA 
     4081 TTTTAATATT TTGAGAGGTT TTCCTTATTT AAAGTGTAGA TTATTGAGGA TTAATGCAAA 
     4141 CCACTTTATC TGCGGAGGTC GTAAAACGTA TTTTTACCCA TTTGCATGTT TATTATGCGT 
     4201 GTGGCTGGTT GTATTACTTT ACTTAAGTTT TGCAATTTTT TCTTTAGCAA GCAGGTGCAT 
     4261 TTGGGCCAAG AGATATATGC GATCGCTTTC GGTTCGAATT TTTAACATTT ACTTGCGGCG 
     4321 ATGGTCATTA GAGCATTACC CACTTAGGGC ACCCCCAACA TCCAGTTGAT TTTCAGGGAC 
     4381 CACAATATTT TAAATAACAG CTAGTGGAAT TACCTAAAAG CGCTTTCGTC CCTTTTGAAA 
     4441 TTTTATGTAA CACTCAATTA TATTTATGTA TATGTATGCT CAAAATCACC TGCCAATAAC 
     4501 TAGCGGAAAC CAAATATTTG ACCCTCAGTG AATTGTGAAT CATCGGTGAC GCCCAATCGA 
     4561 AATCCAATCC TAAGCAATTG AAACGAGCAC GAGTTCCAAT TTAATAGTAT ACAAGGAAAC 
     4621 ACCTGCTTTA AATACTCTAC ATAGTACACG TTATAATAAC GATTTATTTG ATATTTCTGG 
     4681 ATTTTTGTCT GCATGTATTT CATATAATAT TGATTTGATT TTTTTAATGA ATTGAACTAA 
     4741 AAAATCATAT TAGAACATTT TTTGCAGTCG CCGATAAAGA TGAACACTGT TCTCAGAACA 
     4801 CAACTGTCAT GTATTAAGCT TTCAGATTTT CAGAAATTTG GAGAGCAATG CATTCTATGC 
     4861 ACGAGCCTCC TGGCCTTACA ATTTACTTGT TTGAAATTAG ATCGTCAAAT AAAGTCCCTA 
     4921 AAATTAAATA AATAGTAGTC ACAACTTTAA AATAGGTCTT AATCTTTTAG GGTACCGAAA 
     4981 GGTATTTCGG CACAAATCAG CGCAGTTTTA AATGTCGATG AAGGCCAAAA ATCATACCAA 
     5041 ACCCAGCGAA AGGTGATGTC TGACTCATTA AATTGGGGGA TTCGAGTGTA TTTATTAAAC 
     5101 ATGCGTGAAA ATCAATCATG GAAGACAAAA CGCAAAGTTG GCCGATCTAT GGGAACAGCA 
     5161 TAAGCCACCT GATTACCCGA ACACTGAACC ACCCGAATCA CTAAAACCAC CGAAGTTGGC 
     5221 GCGCGCCTTC GTTTTCATTT TCATTGGCCT GTCTTCGTCT TCGGAGAAAA AAAACTTCAT 
     5281 ATAAAACGCG GCCGACATAT TATGGCCACC AGTCGTTACC GCGCCACGGT CCACAGAAGA 
     5341 GGATTAAAAA AATATCACAC AGCCGAAGGC TAGAGAAGAA CCCCCTATAG CTGAACATAT 



     5401 ATAAACAAAT ATATTTTTTT TTATTGCCAA CACACTTTGG CTTAAGTGTT AAGAGTGATT 
     5461 GTCAGCTTAG AGCTAAGTGC ACTGTTCCAG GACAAAGGGT GGATCCTTGT GACCCTGATC 
     5521 ACCTTGGTGA CGCCGTCTTG GGCTGCTTAC AAACTTCAGG AGCGATATAG TTGGAGCCAG 
     5581 CTGGACTTTG CTTTCCCGAA TACCCGACTA AAGGACCAAG CTCTGGCTAG TGGAGATTAT 
     5641 ATTCCGCAAA ATGCTCTACC TGTTGGAGTC GAACACTTTG GCAATCGGTT ATTCGTCACT 
     5701 GTTCCCCGCT GGCGTGATGG TAAGTGGAAG TTAAATATGA AGCCCTTGGG GAGATCGTAA 
     5761 ATGGGACATT CTTACTTAGG GCATCAGAGA TATCTGATTG AGTGGTTGAC AGTTTTATAT 
     5821 GGCTTGTTTG ACATGATGTA AAAACACAAA ATTCATTTAG TTTAGGTATT CAAATAAGAG 
     5881 CTTGTTATTT ATTTTAGAAT TTGGAGAACA TTTTTTTGTC TTTCTACCCT TCTTAGAAAA 
     5941 TAATATTGTT TTGTACAATT TAATTTTAAA CTAGTACAGA CGAAAAATGT ATTTTTTTAT 
     6001 TTGTATGCCT TTTCACCATT TTGGCAGAGG AATAAATATG ACAATATATT TTGAGAGCAC 
     6061 CCTCATGTAA AGGTTTTAGC GTGGCGACCT CTCATAAATC CGGTTGGTAC CTGCGCGTTA 
     6121 TTTTAACATT TTAAACAATT AACCGTTGTA AAATCGAAGC CAATAGCATG GCATTGGCTT 
     6181 TATACTGTAT TAAATTGTAT TATATTACCA TCCGAATTGT AAAGACTTCT TCAGGGCCGC 
     6241 CACATAGAAA TGGAAATCCA ATCACAAACA ATAACTTATG GCATTAGCTA TTAACCGACG 
     6301 ATTAGCTGTC AGTTCAACAA ATGTAAGAGT GGCGAAATGT TTAAATGCGA AGGCATTGTT 
     6361 CTGTGACTCA CGTTTTATTA TTAATCACAC AAATGATTTT GCTTCAAAAT TATTTGGCTT 
     6421 ACACAATAAT CAAAATTTTT ATGAAATAGT TGAAACACAA AACTAGGAAA TTTTAAAAAG 
     6481 CAATGAAACT AAAAAACCCA ATTGCTAAGA TTATATGATG CGCATACAAA TACTTCAGTA 
     6541 CGTCTAGGAA TGCTTTCGAT GATTGATTAG TTTTTATGCA TGGCTTACAA TTGGTATTTA 
     6601 CACAGAAAAA CACGGCGATG TTAATAAATT TTGTACATAT GTTCTTAAGC AGTCCGAAAC 
     6661 ACCCAAACTT CTGACTAAAC TTAAAAAAAC ACGCTCTTCA AGGATATCTT AATGTCACTT 
     6721 ATAATGTAAT GGTATTGTAT TATTAAGTAT ATCAAAATAT TCTGGCCCAG CCTTGAGGTC 
     6781 TCTTTTTAAA AAGATATCGA CTGACTACCT CCAGTCAATG AAATAATAGC CCAGAAGGCC 
     6841 GAATCGGCAA AAAATAAACC CCAAGTTACG GCAAACAAAA CATAGTGAAA GTTGTGGCAA 
     6901 AGTGGAACAT TTAAAGGCAT GCTTCAATGG CCATCGAAGC AAATCAATTA GTCAAAGCAA 
     6961 ATCGGTAGTG GCAACAACAG GCTACAGAAT ACCTATAAGT GACAGTTATG GGGTATGATT 
     7021 AATTATAAAT ATTATCATTG ACCACCAATG CTGGGCTCAA TTGGAAAAAC TATTCTATGA 
     7081 AGATTTGAGT AAATAAATTT TGATTTAAAA AAGCCCATGG TTATCGCGAC AACTAGCTAC 
     7141 GGGACAAGAT TACTGTTTAA AATCAAGTGT GAAATATCAA AATCAAAATC GGATTCCGAT 
     7201 CGGGAAGTTG TATCCGATTC TGAAACTAAA ACACAGAATT GCCAACATTT TCCGATATCG 
     7261 ACTCAGCTCA CGTATTTCAT ACAGATTCAT TAGGCCACCA GCCATTGAAT AATATACCCC 
     7321 AGTCAATTGA GCTACTCGAT AGTTGATCAA CTTAGCTTTT GTCAACGAGT GAACGCATAA 
     7381 ACTACTACAT CAACGATATT TGCGGCCCAT TCCAAGCTAA AAGTTCATCT TAATTACAAA 
     7441 TAAGATTAGA AAAAATATCT GAATGAAAAA AATGTTGAGA CATATTTCTT TGGAAAAGGA 
     7501 GAACCTCAAG ACAGTCGAAA AAATTGTTTA CAATGAAAAT GTTGAAAATC ATGAAGCAGA 
     7561 TAAATCTGTC AGTTGCGAGG TTTTAGGACT GAAAGAGCAC ATGTCAAAAT ATAAATTTGT 
     7621 TCAAATACTT TATATTTGAC TGAATTAGAT TGTTATTTTA AAAGTTATGA ATTAAATAAA 
     7681 GATTGAAAGG TGCATTATGC TCAAATGTAT ATTTATCGCA ACCCCCGGTT ACTTTGTAAA 
     7741 GCAAAAACGC CTGGTTTGAT TTTTAAGAAG ATGGGTCGGT AAATCGATAA AAGCTATATT 
     7801 TTCTGGTCGT TGCAGTCTCA CTCGCCTGCT ATAAAAACAT TAAAAGTTCC CAGAAACAAT 
     7861 AAATGTCTTT AAATTCAATT AACGAAGAAA TAAAGAAGGA AAAGAACTGG AGCGGAAATC 
     7921 GGTCGAAATA CTGCCAATGG CCACATATAC ATTTAACAGC GATATATGGT ATACATATTG 
     7981 ATAATGATGT CAGACGCAAT TGCTTCAGAC GGCTAATGAC ATCGCAAATT GCACGCAACT 
     8041 TGCAATAGTG CCAATTATGA CTGAAGTACA TATAGCCGGG GATCTTTTAA CATAAACTTC 
     8101 CAGTAGATGT ACAAGCAGAA AAAAGAGCCA TTAGCACGGC AGTTACCATT GCTTATGATT 
     8161 CCTTGTGTCC AAAATAATGA CAAATAGGTA TATAAATAAT TAAATGCCAA ACATAAGCGA 
     8221 TTCTAATTTA CCTTTACATC TGTATGCATT TACATATTAT CCAGAAAACA GACAGCGATA 
     8281 ACTTGCAACA TTGCTTAGTA TAATAATCCA AAGAAGGAAT TTAGGCAGAA ATTCCAGTTA 
     8341 ATTAAATATT CAAAACAAAC TTTATTTAGT GCCTCAATAA TAGTTTGGCC CTGCTAATTC 
     8401 TCCTATTTTA TTTTTTAGGG ATTCCGGCCA CTCTGACCTA TATAAACATG GACCGCAGTT 
     8461 TGACGGGTTC ACCGGAGCTA ATTCCGTATC CAGATTGGCG CTCAAATACA GCTGGAGATT 
     8521 GCGCCAACAG TATTACCACT GCCTACCGCA TTAAAGTGGA TGAGTGTGGT CGGCTGTGGG 
     8581 TTTTGGACAC TGGAACCGTG GGCATCGGCA ATACCACCAC TAATCCGTGC CCCTATGCGG 
     8641 TAAATGTCTT TGACTTGACC ACGGATACGC GAATTCGGAG ATACGAGCTA CCTGGCGTGG 



     8701 ACACAAATCC AAATACTTTC ATAGCTAACA TTGCCGTGGA TATAGGCAAA AATTGCGATG 
     8761 ATGCATATGC CTATTTTGCC GATGAATTGG GATACGGCTT GATTGCTTAC TCCTGGGAAC 
     8821 TGAACAAGTC CTGGAGATTC TCGGCACATT CGTATTTTTT CCCCGATCCA TTGAGGGGCG 
     8881 ATTTCAATGT CGCTGGTATT AACTTCCAAT GGGGCGAGGA GGGTATATTT GGTATGTCCC 
     8941 TTTCGCCCAT TCGATCGGAT GGTTATCGTA CCCTGTACTT TAGTCCGTTA GCAAGTCATC 
     9001 GACAATTTGC CGTATCCACG AGGATTTTGA GGGATGAAAC CAGGACGGAA GATAGCTATC 
     9061 ATGACTTTGT TGCCTTAGAT GAACGGGGTC CAAACTCCCA TACCACTTCA CGTGTGATGA 
     9121 GCGATGATGG AATTGAGCTG TTCAATTTAA TAGATCAAAA TGCAGTGGGT TGCTGGCACT 
     9181 CATCAATGCC GTACTCACCG CAATTTCATG GCATTGTGGA TCGCGATGAC GTTGGCTTAG 
     9241 TTTTTCCGGC CGATGTGAAA ATTGATGAGA ACAAAAACGT TTGGGTTCTA TCCGATAGGA 
     9301 TGCCCGTTTT CTTGCTGTCT GACTTGGATT ATTCAGATAC TAATTTCCGA ATTTACACGG 
     9361 CTCCCTTGGC CACTTTAATT GAGAATACTG TGTGTGATTT GAGGAATAAC GCCTATGGGC 
     9421 CGCCAAATAC CGTTTCAATA CCAAAACAAG CCGTTTTGCC AATGGGTCCA CCGTTATATA 
     9481 CGAAACAATA TCGTCCTGTC TTGCCACAGA AACCTCAGAC CAGCTGGGCT TCCTCGCCGC 
     9541 CTCCTCCAAG TCGCACTTAT TTGCCCGCCA ATTCAGGCAA TGTAGTCTCC AGTATTAGTG 
     9601 TCTCTACAAA TTCTGTGGGT CCTGCAGGAG TGGAGGTGCC AAAGGCCTAT ATTTTCAACC 
     9661 AGCACAACGG CATAAATTAC GAGACAAGTG GTCCCCATCT ATTTCCCACC CATCAACCCG 
     9721 CCCAACCGGG TGGCCAGGAT GGTGGGTTAA AAACTTATGT GAATGCCCGC CAATCTGGGT 
     9781 GGTGGCATCA TCAGCATCAA GGTTAACATA ATCCTACACA CGGTACTTGG GTATATTCTC 
     9841 ACACACTCGA TTGATGTAAA GAATATTTAA AGACAACAAC ATAGGGCAAC AGCGGTTAAA 
     9901 AAAACCACAT GACGTATGAG CAAGTGGCAA ATCAATACTT TATCTAGTTA TGTTAAGCAA 
     9961 AAAATAACAA TAAATCAACT TTTTTTTGAA GGTTAAGAGT TTACGCAATT TTCTTGAGCG 
    10021 GAAAAAGCGG AAAAAATGTA AGTATGCATA AATTCTAAAT ATATCAACAA CTGTACATTT 
    10081 TCTGGAGTAC TACTACCAGG CAAGAAAGTA GGTTGATAAA GCTATGCACA AGATCTTGTT 
    10141 TGGGTGCAGG GAAAGTTCAA CTTAATCGCT CAATTTGAGA TCGCCTGGTC CCTTGAGATT 
    10201 CGACTGTAAT TGAAATTTTT GCTTTTGATC GGAGCCAGAC TTCAGACGGG GCAAACAAAA 
    10261 AGACTTTGTT GGTGGTAGGG TAGGATCCGT TGACCTGCAG GTCGAGGAAT TAATTCTTGA 
    10321 AGACGAAAGG GCCTCGTGAT ACGCCTATTT TTATAGGTTA ATGTCATGAT AATAATGGTT 
    10381 TCTTAGACGT CAGGTGGCAC TTTTCGGGGA AATGTGCGCG GAACCCCTAT TTGTTTATTT 
    10441 TTCTAAATAC ATTCAAATAT GTATCCGCTC ATGAGACAAT AACCCTGATA AATGCTTCAA 
    10501 TAATATTGAA AAAGGAAGAG TATGAGTATT CAACATTTCC GTGTCGCCCT TATTCCCTTT 
    10561 TTTGCGGCAT TTTGCCTTCC TGTTTTTGCT CACCCAGAAA CGCTGGTGAA AGTAAAAGAT 
    10621 GCTGAAGATC AGTTGGGTGC ACGAGTGGGT TACATCGAAC TGGATCTCAA CAGCGGTAAG 
    10681 ATCCTTGAGA GTTTTCGCCC CGAAGAACGT TTTCCAATGA TGAGCACTTT TAAAGTTCTG 
    10741 CTATGTGGCG CGGTATTATC CCGTGTTGAC GCCGGGCAAG AGCAACTCGG TCGCCGCATA 
    10801 CACTATTCTC AGAATGACTT GGTTGAGTAC TCACCAGTCA CAGAAAAGCA TCTTACGGAT 
    10861 GGCATGACAG TAAGAGAATT ATGCAGTGCT GCCATAACCA TGAGTGATAA CACTGCGGCC 
    10921 AACTTACTTC TGACAACGAT CGGAGGACCG AAGGAGCTAA CCGCTTTTTT GCACAACATG 
    10981 GGGGATCATG TAACTCGCCT TGATCGTTGG GAACCGGAGC TGAATGAAGC CATACCAAAC 
    11041 GACGAGCGTG ACACCACGAT GTCTGTAGCA ATGGCAACAA CGTTGCGCAA ACTATTAACT 
    11101 GGCGAACTAC TTACTCTAGC TTCCCGGCAA CAATTAATAG ACTGGATGGA GGCGGATAAA 
    11161 GTTGCAGGAC CACTTCTGCG CTCGGCCCTT CCGGCTGGCT GGTTTATTGC TGATAAATCT 
    11221 GGAGCCGGTG AGCGTGGGTC TCGCGGTATC ATTGCAGCAC TGGGGCCAGA TGGTAAGCCC 
    11281 TCCCGTATCG TAGTTATCTA CACGACGGGG AGTCAGGCAA CTATGGATGA ACGAAATAGA 
    11341 CAGATCGCTG AGATAGGTGC CTCACTGATT AAGCATTGGT AACTGTCAGA CCAAGTTTAC 
    11401 TCATATATAC TTTAGATTGA TTTAAAACTT CATTTTTAAT TTAAAAGGAT CTAGGTGAAG 
    11461 ATCCTTTTTG ATAATCTCAT GACCAAAATC CCTTAACGTG AGTTTTCGTT CCACTGAGCG 
    11521 TCAGACCCCG TAGAAAAGAT CAAAGGATCT TCTTGAGATC CTTTTTTTCT GCGCGTAATC 
    11581 TGCTGCTTGC AAACAAAAAA ACCACCGCTA CCAGCGGTGG TTTGTTTGCC GGATCAAGAG 
    11641 CTACCAACTC TTTTTCCGAA GGTAACTGGC TTCAGCAGAG CGCAGATACC AAATACTGTC 
    11701 CTTCTAGTGT AGCCGTAGTT AGGCCACCAC TTCAAGAACT CTGTAGCACC GCCTACATAC 
    11761 CTCGCTCTGC TAATCCTGTT ACCAGTGGCT GCTGCCAGTG GCGATAAGTC GTGTCTTACC 
    11821 GGGTTGGACT CAAGACGATA GTTACCGGAT AAGGCGCAGC GGTCGGGCTG AACGGGGGGT 
    11881 TCGTGCACAC AGCCCAGCTT GGAGCGAACG ACCTACACCG AACTGAGATA CCTACAGCGT 
    11941 GAGCTATGAG AAAGCGCCAC GCTTCCCGAA GGGAGAAAGG CGGACAGGTA TCCGGTAAGC 



    12001 GGCAGGGTCG GAACAGGAGA GCGCACGAGG GAGCTTCCAG GGGGAAACGC CTGGTATCTT 
    12061 TATAGTCCTG TCGGGTTTCG CCACCTCTGA CTTGAGCGTC GATTTTTGTG ATGCTCGTCA 
    12121 GGGGGGCGGA GCCTATGGAA AAACGCCAGC AACGCAAGCT TCTAGAGATC TGCAGGTCGA 
    12181 CGGATCCGTC GAGCGTATAA CCATCTGTAC AAAAAAGGAT TTCCTTTGCC CAGTCGTACG 
    12241 ACTTTGTACA GATGGTTATC AGATGTGGAC ATAAAAAGAG GATGTTTGGA TGTGGTCATA 
    12301 GACCTAATGG ACAGTGATGG AGTTGATGAC GCCGACAAGC TTTGCGTACT CGCAAATTAT 
    12361 TAAAAATAAA ACTTTAAAAA TAATTTCGTC TAATTAATAT TATGAGTTAA TTCAAACCCC 
    12421 ACGGACATGC TAAGGGTTAA TCAACAATCA TATCGCTGTC TCACTCAGAC TCAATACGAC 
    12481 ACTCAGAATA CTATTCCTTT CACTCGCACT TATTGCAAGC ATACGTTAAG TGGATGTCTC 
    12541 TTGCCGACGG GACCACCTTA TGTTATTTCA TCATGGG 
// 


