LOCUS Exported File 7811 bp ds-DNA circular SYN 02-APR-2012
DEFINITION Plasmid carrying a hexa casette of monomeric (A206K) EGFP for
C-terminal tagging.

ACCESSION

VERSION .

KEYWORDS PMEGFP-16

SOURCE synthetic DNA construct

ORGANISM synthetic DNA construct
REFERENCE 1 (bases 1 to 7811)
AUTHORS Glick Lab
TITLE Direct Submission
JOURNAL Exported Apr 2, 2012 from SnapGene 0.8.0
http://www.snapgene.com
FEATURES Location/Qualifiers
source 1..7811
/organism="synthetic DNA construct"
/lab_host="Mammalian Cells"
/mol type="other DNA"
misc_feature 12..89
/note="MCS"
/note="multiple cloning site of fluorescent protein
plasmids™
/note="color: #99ccff"
CDS 97..813
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation"
/note="mEGFP"
/note="mammalian codon-optimized"
/note="This feature has 3 segments:
1: 97 .. 99 / #05fd1l4
2: 100 .. 102 / #05fdl4 / la
3: 103 .. 813 / #05fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
CDS 829..1545
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation"
/note="mEGFP"
/note="mammalian codon-optimized"
/note="This feature has 3 segments:
l: 829 .. 831 / #05fdl4
2: 832 .. 834 / #05fdl4 / 1la
3: 835 .. 1545 / #05£fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
CDS 1561..2277
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation"
/note="mEGFP"



CDS

CDS

CDS

polyA signal

/note="mammalian codon-optimized"
/note="This feature has 3 segments:

1: 1561 .. 1563 / #05£d14

2: 1564 .. 1566 / #05fdl4 / la

3: 1567 .. 2277 / #05fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
2293..3009
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation"
/note="mEGFP"
/note="mammalian codon-optimized"
/note="This feature has 3 segments:

1: 2293 .. 2295 / #05fd1l4

2: 2296 .. 2298 / #05fdl4 / la

3: 2299 .. 3009 / #05fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
3025..3741
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation”
/note="mEGFP"
/note="mammalian codon-optimized"
/note="This feature has 3 segments:

1: 3025 .. 3027 / #05fd1l4

2: 3028 .. 3030 / #05fdl14 / la

3: 3031 .. 3741 / #05£fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKOQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
3757..4476
/codon_start=1
/product="enhanced GFP with monomerizing A206K mutation"
/note="mEGFP"
/note="mammalian codon-optimized"
/note="This feature has 3 segments:

1l: 3757 .. 3759 / #05fdl4

2: 3760 .. 3762 / #05fdl4 / la

3: 3763 .. 4476 / #05fd14"
/translation="MVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTL
KFICTTGKLPVPWPTLVTTLTYGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDD
GNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLEYNYNSHNVYIMADKQKNGIK
VNFKIRHNIEDGSVQLADHYQONTPIGDGPVLLPDNHYLSTQSKLSKDPNEKRDHMVLL
EFVTAAGITLGMDELYK"
4599..4720
/note="8Sv40 poly(A) signal"
/note="SV40 polyadenylation signal"



rep origin

promoter

promoter

rep origin

CDS

misc_feature

rep origin

/note="color: #a6acb3"

complement (4727..5182)

/direction=LEFT

/note="f1 ori"

/note="f1l bacteriophage origin of replication; arrow
indicates direction of (+) strand synthesis"

/note="color: #£f£f£f£f00"
5209..5313
/gene="bla"

/note="AmpR promoter"

/note="color: #ffffff; direction: RIGHT"

5315..5672

/note="8Sv40 promoter"

/note="Sv40 enhancer and early promoter"

/note="color: #ffffff; direction: RIGHT"

5523..5658

/note="sv40 ori"

/note="Sv40 origin of replication"

/note="color: #f£f££f00"

5707..6501

/codon_start=1

/gene="aph(3')-II (or nptII)"

/product="aminoglycoside phosphotransferase from Tn5"
/note="NeoR/KanR"

/note="confers resistance to neomycin, kanamycin, and G418
(Geneticin)"

/note="color: #ccffcc"
/translation="MIEQDGLHAGSPAAWVERLFGYDWAQQTIGCSDAAVFRLSAQGRP
VLFVKTDLSGALNELQDEAARLSWLATTGVPCAAVLDVVTEAGRDWLLLGEVPGQDLLS
SHLAPAEKVSIMADAMRRLHTLDPATCPFDHQAKHRIERARTRMEAGLVDQDDLDEEHQ
GLAPAELFARLKASMPDGEDLVVTHGDACLPNIMVENGRFSGFIDCGRLGVADRYQDIA
LATRDIAEELGGEWADRFLVLYGIAAPDSQRIAFYRLLDEFF"

6733..6780

/note="HSV TK poly(A) signal"

/note="herpesvirus thymidine kinase polyadenylation signal"
/note="color: #a6acb3"

7109..7697

/direction=RIGHT

/note="ori"

/note="high-copy-number colEl/pMB1/pBR322/pUC origin of
replication”

/note="color: #fff£f00"

ORIGIN

61
121
181
241
301
361
421
481
541
601
661

tagttattac
acggtaccgc
ttcaccgggg
agcgtgtccg
tgcaccaccg
gtgcagtgct
atgcccgaag
acccgcgcecg
atcgacttca
cacaacgtct
cgccacaaca
atcggcgacg

tagcgctacc
gggcccggga
tggtgcccat
gcgagggcga
gcaagctgcc
tcagccgcta
gctacgtcca
aggtgaagtt
aggaggacgg
atatcatggc
tcgaggacgg
gccccgtget

ggactcagat
tccaccggtce
cctggtcgag
gggcgatgcc
cgtgccctgg
ccccgaccac
ggagcgcacc
cgagggcgac
caacatcctg
cgacaagcag
cagcgtgcag
gctgcccgac

ctcgagctca
gccaccatgg
ctggacggcg
acctacggca
cccaccctecg
atgaagcagc
atcttcttca
accctggtga
gggcacaagc
aagaacggca
ctcgccgacce
aaccactacc

agcttcgaat
tgagcaaggg
acgtaaacgg
agctgaccct
tgaccaccct
acgacttctt
aggacgacgg
accgcatcga
tggagtacaa
tcaaggtgaa
actaccagca
tgagcaccca

tctgcagtcg
cgaggagctg
ccacaagttc
gaagttcatc
gacctacggc
caagtccgcecc
caactacaag
gctgaagggc
ctacaacagc
cttcaagatc
gaacaccccce
gtccaagctg



721

781

841

901

961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881
2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3961

agcaaagacc
gggatcactc
ggcgaggagc
ggccacaagt
ctgaagttca
ctgacctacg
ttcaagtccg
ggcaactaca
gagctgaagg
aactacaaca
aacttcaaga
cagaacaccc
cagtccaagc
gtgaccgccg
atggtgagca
ggcgacgtaa
ggcaagctga
ctcgtgacca
cagcacgact
ttcaaggacg
gtgaaccgca
aagctggagt
ggcatcaagg
gaccactacc
tacctgagca
ctgctggagt
ccggtecgceca
gtcgagctgg
gatgccacct
ccctggccceca
gaccacatga
cgcaccatct
ggcgacaccc
atcctggggc
aagcagaaga
gtgcagctcg
cccgacaacc
gatcacatgg
ctgtacaagg
gtgcccatcce
gagggcgagg
aagctgcccg
agccgctacc
tacgtccagg
gtgaagttcg
gaggacggca
atcatggccg
gaggacggca
cccgtgctge
aacgagaagc
ggcatggacg
ttcaccgggg
agcgtgtccg
tgcaccaccg
gtgcagtgct

ccaacgagaa
tcggcatgga
tgttcaccgg
tcagcgtgtc
tctgcaccac
gcgtgcagtg
ccatgcccga
agacccgcgce
gcatcgactt
gccacaacgt
tccgccacaa
ccatcggcga
tgagcaaaga
ccgggatcac
agggcgagga
acggccacaa
ccctgaagtt
ccctgaccta
tcttcaagtc
acggcaacta
tcgagctgaa
acaactacaa
tgaacttcaa
agcagaacac
cccagtccaa
tcgtgaccgce
ccatggtgag
acggcgacgt
acggcaagct
ccctcgtgac
agcagcacga
tcttcaagga
tggtgaaccg
acaagctgga
acggcatcaa
ccgaccacta
actacctgag
tcctgetgga
gtccggtcge
tggtcgagct
gcgatgccac
tgccctggcece
ccgaccacat
agcgcaccat
agggcgacac
acatcctggg
acaagcagaa
gcgtgcagcet
tgcccgacaa
gcgatcacat
agctgtacaa
tggtgcccat
gcgagggcga
gcaagctgcc
tcagccgcta

gcgcgatcac
cgagctgtac
ggtggtgccc
cggcgagggce
cggcaagctg
cttcagccgce
aggctacgtc
cgaggtgaag
caaggaggac
ctatatcatg
catcgaggac
cggccccgtg
ccccaacgag
tctcggcatg
gctgttcacc
gttcagcgtg
catctgcacc
cggcgtgcag
cgccatgccc
caagacccgc
gggcatcgac
cagccacaac
gatccgccac
ccccatecgge
gctgagcaaa
cgccgggatce
caagggcgag
aaacggccac
gaccctgaag
caccctgacc
cttcttcaag
cgacggcaac
catcgagctg
gtacaactac
ggtgaacttc
ccagcagaac
cacccagtcc
gttcgtgacc
caccatggtg
ggacggcgac
ctacggcaag
caccctecgtg
gaagcagcac
cttcttcaag
cctggtgaac
gcacaagctg
gaacggcatc
cgccgaccac
ccactacctg
ggtcctgctg
gggtccggtce
cctggtcgag
gggcgatgcc
cgtgccctgg
ccccgaccac

atggtcctgce
aagggtccgg
atcctggtcg
gagggcgatg
cccgtgecct
taccccgacc
caggagcgca
ttcgagggcg
ggcaacatcc
gccgacaagce
ggcagcgtge
ctgctgcceccg
aagcgcgatc
gacgagctgt
ggggtggtge
tccggcgagg
accggcaagc
tgcttcagcce
gaaggctacg
gccgaggtga
ttcaaggagg
gtctatatca
aacatcgagg
gacggccccg
gaccccaacg
actctcggca
gagctgttca
aagttcagcg
ttcatctgca
tacggcgtgce
tccgecatge
tacaagaccc
aagggcatcg
aacagccaca
aagatccgcc
acccccatcg
aagctgagca
gccgecggga
agcaagggcg
gtaaacggcc
ctgaccctga
accaccctga
gacttcttca
gacgacggca
cgcatcgagc
gagtacaact
aaggtgaact
taccagcaga
agcacccagt
gagttcgtga
gccaccatgg
ctggacggcg
acctacggca
cccaccctcg
atgaagcagc

tggagttcgt
tcgccaccat
agctggacgg
ccacctacgg
ggcccaccct
acatgaagca
ccatcttctt
acaccctggt
tggggcacaa
agaagaacgg
agctcgccga
acaaccacta
acatggtcct
acaagggtcc
ccatcctggt
gcgagggcga
tgccecgtgece
gctaccccga
tccaggagcg
agttcgaggg
acggcaacat
tggccgacaa
acggcagcgt
tgctgctgcec
agaagcgcga
tggacgagct
ccggggtggt
tgtccggecga
ccaccggcaa
agtgcttcag
ccgaaggcta
gcgccgaggt
acttcaagga
acgtctatat
acaacatcga
gcgacggccc
aagaccccaa
tcactctcgg
aggagctgtt
acaagttcag
agttcatctg
cctacggcgt
agtccgccat
actacaagac
tgaagggcat
acaacagcca
tcaagatccg
acacccccat
ccaagctgag
ccgccgecgg
tgagcaaggg
acgtaaacgg
agctgaccct
tgaccaccct
acgacttctt

gaccgccgcc
ggtgagcaag
cgacgtaaac
caagctgacc
cgtgaccacc
gcacgacttc
caaggacgac
gaaccgcatc
gctggagtac
catcaaggtg
ccactaccag
cctgagcacc
gctggagttc
ggtcgccacc
cgagctggac
tgccacctac
ctggcccacc
ccacatgaag
caccatcttc
cgacaccctg
cctggggcac
gcagaagaac
gcagctcgcc
cgacaaccac
tcacatggtc
gtacaagggt
gcccatcctg
gggcgagggce
gctgccecgtg
ccgctacccce
cgtccaggag
gaagttcgag
ggacggcaac
catggccgac
ggacggcagc
cgtgctgctg
cgagaagcgc
catggacgag
caccggggtg
cgtgtccgge
caccaccggc
gcagtgcttc
gcccgaaggce
ccgcgecgag
cgacttcaag
caacgtctat
ccacaacatc
c¢ggcgacggce
caaagacccc
gatcactctc
cgaggagctg
ccacaagttc
gaagttcatc
gacctacggc
caagtccgcc



4021
4081
4141
4201
4261
4321
4381
4441
4501
4561
4621
4681
4741
4801
4861
4921
4981
5041
5101
5161
5221
5281
5341
5401
5461
5521
5581
5641
5701
5761
5821
5881
5941
6001
6061
6121
6181
6241
6301
6361
6421
6481
6541
6601
6661
6721
6781
6841
6901
6961
7021
7081
7141
7201
7261

atgcccgaag
acccgcgcecg
atcgacttca
cacaacgtct
cgccacaaca
atcggcgacg
agcaaagacc
gggatcactc
tcagccatac
tgaacctgaa
atggttacaa
attctagttg
aatattttgt
gccgaaatcg
gttccagttt
aaaaccgtct
gggtcgaggt
tgacggggaa
gctagggcge
aatgcgccge
atttgtttat
taaatgcttc
atgtgtgtca
gcatgcatct
gaagtatgca
ccatcccgcece
tttttattta
gaggcttttt
tttcgcatga
ctattcggcet
ctgtcagcgce
gaactgcaag
gctgtgctcg
gggcaggatc
gcaatgcggc
catcgcatcg
gacgaagagc
cccgacggcg
gaaaatggcc
caggacatag
cgcttcctecg
cttcttgacg
ccaacctgcc
gaatcgtttt
tcttcgecca
cccgcgctat
ataaacgcgg
ggggccaata
gcccagggct
atatacttta
tttttgataa
accccgtaga
gcttgcaaac
caactctttt
tagtgtagcc

gctacgtcca
aggtgaagtt
aggaggacgg
atatcatggc
tcgaggacgg
gccccgtget
ccaacgagaa
tcggcatgga
cacatttgta
acataaaatg
ataaagcaat
tggtttgtcc
taaaattcgc
gcaaaatccc
ggaacaagag
atcagggcga
gccgtaaagce
agccggcgaa
tggcaagtgt
tacagggcgc
ttttctaaat
aataatattg
gttagggtgt
caattagtca
aagcatgcat
cctaactccg
tgcagaggcc
tggaggccta
ttgaacaaga
atgactgggce
aggggcgcecc
acgaggcagc
acgttgtcac
tcctgtcatce
ggctgcatac
agcgagcacg
atcaggggct
aggatctcgt
gcttttectgg
cgttggctac
tgctttacgg
agttcttctg
atcacgagat
ccgggacgcec
ccctaggggg
gacggcaata
ggttcggtcc
cgcccgcegtt
cgcagccaac
gattgattta
tctcatgacc
aaagatcaaa
aaaaaaacca
tccgaaggta
gtagttaggc

ggagcgcacc
cgagggcgac
caacatcctg
cgacaagcag
cagcgtgcag
gctgcccgac
gcgcgatcac
cgagctgtac
gaggttttac
aatgcaattg
agcatcacaa
aaactcatca
gttaaatttt
ttataaatca
tccactatta
tggcccacta
actaaatcgg
cgtggcgaga
agcggtcacg
gtcaggtggce
acattcaaat
aaaaaggaag
ggaaagtccc
gcaaccaggt
ctcaattagt
cccagttccg
gaggccgcct
ggcttttgca
tggattgcac
acaacagaca
ggttcttttt
gcggctatcg
tgaagcggga
tcaccttgcect
gcttgatccg
tactcggatg
cgcgccagcce
cgtgacccat
attcatcgac
ccgtgatatt
tatcgccgcet
agcgggactc
ttcgattcca
ggctggatga
aggctaactg
aaaagacaga

cagggctggc
tcttcectttt

gtcggggcgg
aaacttcatt
aaaatccctt
ggatcttctt
ccgctaccag
actggcttca
caccacttca

atcttcttca
accctggtga
gggcacaagc
aagaacggca
ctcgccgacc
aaccactacc
atggtcctgce
aagtaaagcg
ttgctttaaa
ttgttgttaa
atttcacaaa
atgtatctta
tgttaaatca
aaagaataga
aagaacgtgg
cgtgaaccat
aaccctaaag
aaggaaggga
ctgcgcgtaa
acttttcggg
atgtatccgce
agtcctgagg
caggctcccc
gtggaaagtc
cagcaaccat
cccattctcc
cggcctctga
aagatcgatc
gcaggttctc
atcggctgcet
gtcaagaccg
tggctggcca
agggactggc
cctgccgaga
gctacctgcce
gaagccggtce
gaactgttcg
ggcgatgcct
tgtggccgge
gctgaagagc
cccgattege
tggggttcga
ccgccgectt
tcctecageg
aaacacggaa
ataaaacgca
actctgtcga
ccccacccca
caggccctgce
tttaatttaa
aacgtgagtt
gagatccttt
cggtggtttg
gcagagcgca
agaactctgt

aggacgacgg
accgcatcga
tggagtacaa
tcaaggtgaa
actaccagca
tgagcaccca
tggagttcgt
gccgcgactce
aaacctccca
cttgtttatt
taaagcattt
aggcgtaaat
gctcattttt
ccgagatagg
actccaacgt
caccctaatc
ggagcccccg
agaaagcgaa
ccaccacacc
gaaatgtgcg
tcatgagaca
cggaaagaac
agcaggcaga
cccaggctcc
agtcccgecc
gccccatgge
gctattccag
aagagacagg
cggccgcettg
ctgatgccgce
acctgtccgg
cgacgggcgt
tgctattggg
aagtatccat
cattcgacca
ttgtcgatca
ccaggctcaa
gcttgccgaa
tgggtgtgge
ttggcggcga
agcgcatcgc
aatgaccgac
ctatgaaagg
cggggatctc
ggagacaata
cggtgttggg
taccccaccg
ccccccaagt
catagcctca
aaggatctag
ttcgttccac
ttttctgcge
tttgccggat
gataccaaat
agcaccgcct

caactacaag
gctgaagggc
ctacaacagc
cttcaagatc
gaacaccccce
gtccaagctg
gaccgccgcc
tagatcataa
cacctccccc
gcagcttata
ttttcactgce
tgtaagcgtt
taaccaatag
gttgagtgtt
caaagggcga
aagttttttg
atttagagct
aggagcgggce
cgccgegett
cggaacccct
ataaccctga
cagctgtgga
agtatgcaaa
ccagcaggca
ctaactccgce
tgactaattt
aagtagtgag
atgaggatcg
ggtggagagg
cgtgttccgg
tgccctgaat
tccttgcgea
cgaagtgccg
catggctgat
ccaagcgaaa
ggatgatctg
ggcgagcatg
tatcatggtg
ggaccgctat
atgggctgac
cttctatcgce
caagcgacgc
ttgggcttcg
atgctggagt
ccggaaggaa
tcgtttgttce
agaccccatt
tcgggtgaag
ggttactcat
gtgaagatcc
tgagcgtcag
gtaatctgct
caagagctac
actgtccecttc
acatacctcg



//

7321
7381
7441
7501
7561
7621
7681
7741
7801

ctctgctaat
tggactcaag
gcacacagcc
tatgagaaag
gggtcggaac
gtcctgtcgg
ggcggagcct
ggccttttgc
ccgccatgca

cctgttacca
acgatagtta
cagcttggag
cgccacgctt
aggagagcgc
gtttcgccac
atggaaaaac
tcacatgttc
t

gtggctgcetg
ccggataagg
cgaacgacct
cccgaaggga
acgagggagc
ctctgacttg
gccagcaacg
tttcctgegt

ccagtggcga
cgcagcggtc
acaccgaact
gaaaggcgga
ttccaggggg
agcgtcgatt
cggccttttt
tatcccctga

taagtcgtgt
gggctgaacg
gagataccta
caggtatccg
aaacgcctgg
tttgtgatgce
acggttcctg
ttctgtggat

cttaccgggt
gggggttcgt
cagcgtgagc
gtaagcggca
tatctttata
tcgtcagggg
gccttttget
aaccgtatta



