1
N pZ_seq_frw‘ [
GosD A pZSeq2_Kan 35Box  T21S /|'
Ky -10 Box 2nd Val
TransStart | R17H
N8, M->L (avoid internal transltion)

pEB2-2ndVal mCherry2-L
3,944 bp

Shine-Dalgarno sequence regulatory
-35 region regulatory
-10 region regulatory

2,000 1,900 1800
2,000 1,900

H41T,N42Q V71A /'

Q66M  K83L
K92N -
CNTE 2

,
4

vaan/ | s

F124L,125R, V127T
K138C,K139R”” )
@153547’«
L150M—V156A~#
H162K,K163Q, A1B4R
L174D,V175A72>
F177V,$179T,1180T

S
Y192A,Y194N27

/8197l

M182K  T202L -
T217AZ8
H222S,L223T, F224G*

avGFP -C terminus

rrnB T1 terminator

T1_from_mSC101_R02——f

”/!




