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PMpGE014 (17678 bp)

T-DNA right border,MssI,PmeI,Pvull,HindIII,+7
MpEFla promoter & 5'UTR 1729bp,+1

PasI AanI,PsiI,AvrII, XmaJI
Xbal
17%00 Zral,AatIl
{ attB1,PstI,Ncol
BbvCI
AloI
Pf12311
BsiWI BbvCI
Nhel,+2 § BsaXI,+1
N Bael
BshTI
Agel
+7
KasI +1
+3 +1
+2 Bael
pMpGEQ14
17678 bp
PsrI
+1
Adel BspHI
Eco91I PagI
BstEII Agel
Dralll BshTI,+1
Adel BarI
Tthi11l p Hpal
PsyI KspAI
Pf1FI Ecl136II
+1 Eco53kI, +4
BstXI :::: g Pea3A(T)
BoxI,PshAl \ \ é\ attB2,+3
+1 7g, % % Acc65I,KpnI
BoxI,PshAI +5
PvuIl initial G,AarI,Aarl,+11
PstI NOS terminator,MauBI,+3
mutated acetolactate synthase,+13 Asel

CaMV35S terminator polyA signal,+6
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