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Only single and double cutters are shown in the map.
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Restriction Map

Name

AlwNI
Apal
Apall
Asel
AsiSI
Aval
BamHI
Bell
Bgll
BspHI
BsrBlI
BsrDI
BsrGl
BssHII
BstEll
Btsl
Eagl
EcoRV
Hincll
Kasl
Mfel
Narl
Nhel
Nrul
Nsil
Pcil
Pmll
PpuMI
PshAl
PspOMI
Pvul
Sacll
Smal
Sspl

Xma

Start
460

121
2149
2277
3184

Sequence

CAGNNNCTG
GGGCCC
GTGCAC
ATTAAT

GCGATCGC
CYCGRG
GGATCC
TGATCA

GCCNNNNNGGC
TCATGA
CCGCTC
GCAATG
TGTACA
GCGCGC
GGTNACC
GCAGTG
CGGCCG
GATATC
GTYRAC
GGCGCC
CAATTG
GGCGCC
GCTAGC
TCGCGA
ATGCAT
ACATGT
CACGTG
RGGWCCY
GACNNNNGTC
GGGCCC
CGATCG
CCGCGG
CCCGGG
AATATT
CCCGGG

End
1887
120
421
2266
3083
3856

Direction
Forward
Forward
Forward
Forward
Forward

Forward

5' Cut Positions

666, 3445
843, 1256, 4098
1042, 1393, 3540

2901
2702
1702, 1930, 4091
1747
1298
4102
2224, 3126
2222, 3925
857
1586
1025, 3156
489
1682, 1834(C), 2563(C), 2650
806
338
356
115, 556, 927
1368
116, 557, 928
466
2139, 2359
412, 638, 2552, 2818
350, 3854
1217
872,907, 1350
877
839, 1252, 4094
2702
1417
1932
107, 268, 2259, 2627
1930



Name Sequence 5' Cut Positions

Xmnl GAANNNNTTC 1654
Acc65l GGTACC no cuts
Accl GTMKAC no cuts
Acll AACGTT no cuts
Afel AGCGCT no cuts
Agel ACCGGT no cuts
Ascl GGCGCGCC no cuts
Avrll CCTAGG no cuts
Bbsl GAAGAC no cuts
Bglll AGATCT no cuts
Blpl GCTNAGC no cuts
Bsal GGTCTC no cuts
BsiWwI CGTACG no cuts
BsmBlI CGTCTC no cuts
BspEl TCCGGA no cuts
BstBI TTCGAA no cuts
BstXI CCANNNNNNTGG no cuts
Clal ATCGAT no cuts
EcoRl GAATTC no cuts
Fsel GGCCGGCC no cuts
Hindlll AAGCTT no cuts
Hpal GTTAAC no cuts
Kpnl GGTACC no cuts
Miul ACGCGT no cuts
Mscl TGGCCA no cuts
Ncol CCATGG no cuts
Ndel CATATG no cuts
Notl GCGGCCGC no cuts
Pacl TTAATTAA no cuts
Pmel GTTTAAAC no cuts
PspXI VCTCGAGB no cuts
Pstl CTGCAG no cuts
Pvull CAGCTG no cuts
Rsrll CGGWCCG no cuts
Sacl GAGCTC no cuts
Sall GTCGAC no cuts
SanDI GGGwWcCCC no cuts
Sapl GCTCTTC no cuts
Sbfl CCTGCAGG no cuts
Sfil GGCCNNNNNGGCC no cuts
SnaBI TACGTA no cuts
Spel ACTAGT no cuts
Sphl GCATGC no cuts
Swal ATTTAAAT no cuts
Xbal TCTAGA no cuts

Xhol CTCGAG no cuts



Sequence

1

61
121
181
241
301
361
421
481
541
601
661
721
781
841
901
961
1021
1081
1141
1201
1261
1321
1381
1441
1501
1561
1621
1681
1741
1801
1861
1921
1981
2041
2101
2161
2221
2281
2341
2401
2461
2521
2581
2641
2701
2761
2821
2881

CTGGECECCGGETT
CCCGTTTTTT
TGTCACTTTG
CTTTAAATAA
ATTATTTATG
AAATCTCGAA
ATAATACAAA
AAATTTTGTG
ATGAAATGCGEG
CAGCTCCAGC
AAAGCCAGCG
CAGGGACTGG
AAGITCAAGG
CTCTCCTCGC
GCCCCCGAAG
ACCAAGGGAC
GCTGCCCTGG
TCCGECGECEC
TACTCGCTTT
TGCAACGTGA
TGTGACAAGA
GIGITCCTGT
ACTTGTIGIGG
GACGCGCGT GG
TACCGCGT GG
AAGTGCAAAG
AAGGGACAGC
AAGAACCAAG
GAATGGGAGT
TCCGACGGAT
GGCAACGTGT
TCACTGTCAT
CCTAATTAGC
CTGCCAGTTC

CTGATAACGA
TATGGCGEGECGA
CTTGATATAT
GATACGITGC
ATTTTTTGTA
AATAATAAAG
ATATAATACA
TCGCCCTTTA
TCACCTTTAT
AGCCCGECCC
GITACACCTT
AATGGATTGG
GGAAGGCCAC
TGACCTCCGA
CAATGGATTA
CTTCAGIGIT
GITGCCTCGT
TCACTTCCGG
CGAGCGTGGT
ACCACAAGCC
CCCACACGTG
TCCCGCCAAA
TGGTCGATGT
AGGTGCACAA
TGTCAGTGCT
TGTCCAACAA
CGAGAGAACC
TGTCGCTGAC
CGAACGGCCA
CCTTCTTCCT
TTTCCTGCTC
TGAGCCCCGG
CCGGGCGAAA
CCTACTCTCG

GTAATCGTTA
GITTAGGGAA
GAGAATTATT
TTTTTCGATT
TATACAATAT
GGAAAATCAG
AACTATAAGA
CACGTACTTA
CTCCCTGCTG
CGACCTTGTG
CACCTCCTAC
CGCGATCTAT
CCTGACCGCC
GGATTCGGECC
CTGGGGACAG
CCCGCTGECG
CAAGGACTAT
CGTGCACACA
CACTGTGCCT
ATCCAACACC
CCCGCCTTGC
ACCAAAGCAT
GICGCATGAG
CGCCAAGACC
GACCGTGCTG
GGCTTTGCCA
CCAGGTGTAC
TTGCCTCGTG
ACCCGAGAAC
GIACTCCAAG
CGTGATGCAC
AAAGT GACGT
GGCCCAGTCT
CATGGGGAGT

ATCCGCAAAT
AGACCATTTG
TAACCTTATA
GATGAACACC
TTCTAGTTTG
TTTTTGATAT
TGTTATCAGT
GTCCCTGAAA
TTTCTCTTCT
AAGCCGGGAG
AACATGCATT
CCGGGCAACG
GACAAGAGCA
GTGTACTACT
GGGACCTCTG
CCCAGCTCCA
TTCCCCGAAC
TTCCCTGCTG
TCGTCCTCCC
AAAGTGGATA
CCGECCCCCG
ACGCTGATGA
GACCCTGAAG
AAGCCGCCEG
CACCAAGACT
GCGCCGATTG
ACTCTGCCGC
AAGGGITTCT
AACTACAAGA
CTGACCGTGG
GAGGCACTGC
CAATCGAGTT
TTCGACTGAG
CCCCACACTA

AACGTAAAAA
TCAGAATATT
AATGAGAAAA
TATAATTAAA
TTAAAGAGAA
CAAAATTATA
ATTTATTATG
AGCTGGCTAG
CCTCGGCCTA
CGTCCGTCAA
GGGTCAAGCA
GAGACACTTC
GCAGCACCGC
GCGCCCCGAG
TCACTGIGIC
AGTCCACTTC
CTGTGACCGT
TGCTCCAGTC
TGGGGACTCA
AGAAGGTCGA
AACTTTTGGG
TCAGCCGGAC
TCAAGTTCAA
AGGAACAGTA
GCCTGAACGG
AAAAGACCAT
CTTCACGGGA
ACCCGTCCGA
CCACCCCTCC
ACAAGTCGAG
ATAATCACTA
CGTACCTAAG
CCTTTCGTTT
CCATCGGECGEC

CACTTCTGAG TTCGGCATGG GGICAGGTGG GACCACCGCG CTACTGCCGC

AGGGGTGITA
AATTGGTTGT
CCCTCATGAG
GCCATATTCA
ATGGGTATAA
ATGGGAAGCC
ATGITACAGA
TCAAGCATTT
AAACAGCGTT
TGGCAGIGIT
ATCGCCGTATT
GIGATTTTGA
AACTTTTGCC
TTATTTTTGA

TGAGCCATAT
AACACTGACC
ACAATAACCC
ACGCGAAACG
ATGGGCTCCC
CGATGCGCCA
TGAGATGGTC
TATCCGTACT
CCAGGTATTA
CCTGCGCCGG
TCGCCTCGCT
TGACGAGCGT
ATTCTCACCG
CGAGGGGAAA

TCAGGTATAA
CCTATTTGIT
TGATAAATCC
TCGAGGCCCC
GATAATGTCG
GAGITGITTC
AGACTAAACT
CCTGATGATG
GAAGAATATC
TTGCACTCGA
CAGGCGCAAT
AATGCCTGCEC
GATTCAGTCG
TTAATAGGIT

ATGEECTCCC
TATTTTTCTA
TTCAATAATA
GATTAAATTC
GGCAATCAGG
TGAAACATGG
GCCTGACGCGA
CATGGITACT
CTGATTCAGG
TTCCTGITTG
CACGAATGAA
CTGTTGAACA
TCACTCATGG
GTATTGATGT

GATAATGT TC
AATACATTCA
TTGAAAAAGG
CAACATGGAT
TGCGACAATC
CAAAGGTAGC
ATTTATGCCA
CACCACTGECG
TGAAAATATT
TAATTGICCT
TAACCGTTTG
AGTCTGGAAA
TGATTTCTCA
TGGACGAGTC

CCCECTTCGG
TAAGGGECCGCC
AAGCAACGCA
CTATTCATCT
TTAAGAAAAT
CATGTCAACG
CATTTAGAAT
CGCCGCCACC
TTCACAAGTG
GATGICTTGT
GACACCTGGA
CTACAATCAA
CTACATGCAG
CCGCGCCAGG
CAGCCCCTCC
CGGTGGCACC
GTCCTGGAAC
AAGCGGACTC
GACCTACATT
ACCGAAGTCC
AGGGCCCAGC
CCCCGAAGTC
TTGGTACGTG
CAACTCCACT
GAAGGAGTAC
CAGCAAGGECC
CGAGCTGACC
CATCGCAGTG
CGTCCTGGAC
ATGGCAGCAG
CACTCAGAAG
GGCGACACCC
TATTTGATCC
TACGGCGITT
CAGGCAAACA
AGAATTGGTT
AATATGTATC
AAGAATATCGA
GCTGATTTAT
TATCGCTTGT
GITGCCAATG
CTTCCGACCA
ATCCCCGGAA
GITGATGCCC
TTTAACAGCG
GITGATGCCGA
GAAATGCATA
CTTGATAACC
GGAATCGCAG



2941
3001
3061
3121
3181
3241
3301
3361
3421
3481
3541
3601
3661
3721
3781
3841
3901
3961
4021
4081

Only the synthesized DNA fragment (in red) has been sequence verified. We do not guarantee the vector sequence.

ACCGATACCA
AGAAACGCECT
ATTTGATCCT
CAAGCTCATG
GACCCCGTAG
TGCTTGCAAA
CCAACTCTTT
CTAGTGTAGC
GCTCTCCTAA
TTGGACTCAA
TGCACACACC
CTATGAGAAA
AGGGTCGGAA
AGTCCTGICG
GGGCGGAGCC
TGCECCTTTTG
ACCCCCTTTG
GIGAGCGAGG
CCCCTGACGG
CAGICTTAAG

GGATCTTGCC
TTTTCAAAAA
CGATGAGITT
ACCAAAATCC
AAAAGATCAA
CAAAAAAACC
TTCCGAAGGT
CGTAGITAGC
TCCTGTTACC
GACGATAGIT
CCAGCTTGGA
GCGCCACGCT
CAGGAGAGCG
GGTTTCGCCA
TATGGAAAAA
CTCACATGTT
AGTGAGCTGA
AAGCGGAAGG
ATGECCTTTT
CTCGEECCCC

ATCCTATGGA
TATGGTATTG
TTCTAAAAGC
CTTAACGTGA
AGGATCTTCT
ACCCCTACCA
AACTGECTTC
CCACCACTTC
AGTGGCTCCT
ACCGGATAAG
GCGAACGACC
TCCCGAAGGG
CACGAGGGAG
CCTCTGACTT
CGCCAGCAAC
CTTTCCTGCG
TACCGCTCGC
CGAGAGTAGG
TGCGTTTCTA

ACTGCCTCGG
ATAATCCTGA
AGAGCATTAC
GITACGCGCG
TGAGATCCTT
GCGGTGGTITT
AGCAGAGCGC
AAGAACTCTG
GCCAGTGECG
GCGCAGCGGT
TACACCGAAC
AGAAAGGCGG
CTTCCAGGEEG
GAGCGTCGAT
GCGECCTTTT
TTATCCCCTG
CGCAGCCGAA
GAACTGCCAG
CAAACTCTTT

TGAGITTTCT
TATGAATAAA
GCTGACTTGA
CGICGITCCA
TTTTTCTGCG
GITTGCCGEA
AGATACCAAA
TAGCACCGCC
ATAAGTCGTG
CGGGECTGAAC
TGAGATACCT
ACAGGTATCC
GAAACCCCTG
TTTTGTGATG
TACGGTTCCT
ATTCTGTGGA
CGACCGAGCG
GCATCAAACT
CTGIGITGTA

CCTTCATTAC
TTGCAGTTTC
CGGGACGECG
CTGAGCGTCA
CGTAATCTGC
TCAAGAGCTA
TACTGTTCTT
TACATACCTC
TCTTACCGCG
GGEEEEGTTCG
ACAGCGTGAG
GGTAAGCGEC
GTATCTTTAT
CTCGTCAGGEG
GCCCTTTTGC
TAACCGTATT
CAGCGAGTCA
AAGCAGAAGG
AAACGACCCC



