ID Construct 13ABSMMC Map
Customer UNIVERSITAT DES SAARLANDES,Sonja
Kessler

Name of the gene H19

optimized for non-optimized
Hi ndl | |
Bsal Nhel  Prrel AfLT
TATAGGGAGACCCAAGCT GGCTAGCGT TTAAACT TAAGCT TGCGAGGEEGEGT GGGATGGGET
1 --------- Fom e e e - Fom e e e - Fom e e e - Fom e e e - [ T +

61

121

181

241

ATATCCCTCTGGGT TCGACCGATCGCAAATTTGAAT TCGAACCCT CCCCCACCCTACCCA

GGGEEGTAACGEEEGAAACT GEGEGAAGT GGGGAACCGAGGGEGECAACCAGGEEGAAGAT GGG

CCCCCCATTGCCCCCTTTGACCCCTTCACCCCTTGECTCCCCGT TGGTCCCCTTCTACCC

GT GCT GGAGGAGAGCT TGT GGGAGCCAAGGAGCACCT TGGACATCTGGAGT CTGGCAGEA

CACGACCTCCTCTCGAACACCCTCGGT TCCTCGT GGAACCT GTAGACCT CAGACCGT CCT

Nhel Xhol
GT GATGACGGGT GGAGGGEGECTAGCT CGAGGCAGGGECT GGT GEEECCT GAGGCCAGT GAGG
--------- T T

CACTACTGCCCACCT CCCCGAT CGAGCT CCGT CCCGACCACCCCGGACT CCGGTCACTCC

Nar |

Kasl Pvul |
AGTGT GGAGT AGGCGCCCAGGCAT CGT GCAGACAGGGCGACATCAGCTGGEGACGAT GGG
--------- S

TCACACCTCATCCGCGEGT CCGTAGCACGT CTGTCCCGCTGTAGT CGACCCCTGCTACCC
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301

361

421

481

541

601

661

CCTGAGCTAGGGECT GGAAAGAAGGGEGEGAGCCAGECATTCATCCCGGTCACTTTTGGT TAC

GGACTCGATCCCGACCTTTCTTCCCCCT CGGT CCGTAAGT AGGGCCAGT GAAAACCAATG

Pvul | Pfl M
AGGACGT GGCAGCTGGT TGGACGAGGGGAGCT GGTGGGCAGGGT TTGATCCCAGGGECCTG
--------- S

TCCTGCACCGT CGACCAACCTGCTCCCCTCGACCACCCGT CCCAAACTAGGGTCCCGGAC

BspM BspM

Aar | Aar |
GGCAACGGAGGT GTAGCT GGCAGCAGCGEECAGGT GAGGACCCCAT CTGCCGEECAGGT G
--------- e e e e L -

CCGI'TGCCTCCACAT CGACCGT CGT CGCCCGT CCACT CCTGEEGTAGACGECCCGI CCAC

St ul
AGTCCCTTCCCTCCCCAGGCCTCGCT TCCCCAGCCT TCTGAAAGAAGGAGGT TTAGGGGA

TCAGGGAAGGEGAGEEGET CCGGAGCGAAGGEGT CGGAAGACT TTCTTCCTCCAAAT CCCCT

TCGAGGGECT GCGCGEEGAGAAGCAGACACCCT CCCAGCAGAGGGECAGGAT GGGGEGECAGEA

AGCTCCCGACCGCCCCTCTTCGT CTGT GGGAGGGT CGT CTCCCCGT CCTACCCCCGT CCT

GAGT TAGCAAAGGT GACATCTTCT CCGEEEGAGCCGAGACT GCCGCAAGGCTGEEEEGT TA

CTCAATCGT TTCCACT GTAGAAGAGCCCCCCT CGECT CTGACGCGT TCCGACCCCCCAAT

Apal
TGGGCCCGT TCCAGGCAGAAAGAGCAAGAGGEGCAGGGAGGGAGCACAGEGGT GGCCAGCG

ACCCGEECAAGGTCCGTCTTTCTCGTTCTCCCGT CCCTCCCTCGT GTCCCCACCGGTCEC



PflM Kpnl St ul
TAGGGT CCAGCACGT GGGGT GGT ACCCCAGGCCT GGGT CAGACAGGGACAT GGCAGGEGA
721 -----m--- Fommmmea S - S - Fom oo Fommmme o +
ATCCCAGGT CGTGCACCCCACCATGGGGTCCGGACCCAGT CTGT CCCTGTACCGT CCCCT

Pvul
CACAGGACAGAGGEGTCCCCAGCTGCCACCTCACCCACCGCAATTCATTTAGTAGCAGEC
781 --------- S - S - S - S - S +

GI'GTCCTGT CTCCCCAGGGGT CGACGGT GGAGT GGGT GECGT TAAGT AAATCATCGT CCG

St ul Xhol
ACAGGGGCAGCT CCGECACGGECTTTCTCAGGCCTAT GCCGGAGCCT CGAGGECTGGAGAG
841 --------- E SR E SR E SR Fomm e e o Fomm e e o +

TGTCCCCGT CGAGGCCGT GCCGAAAGAGT CCCGATACGGECCTCGGAGCTCCCGACCTCTC

Bbsl Aat | |
CGGGAAGACAGGCAGT GCTCGGGGAGT TGCAGCAGGACGT CACCAGGAGGECGAAGCEEC
901 --------- R e e o Fommme e o oo o - +
GCCCTTCTGTCCGT CACGAGCCCCTCAACGT CGTCCTGCAGT GGTCCTCCCGCTTCGCCG

Snal Nar

Apal Pst | Kasl
CACGGGAGGGEEECCCCEEGACAT TGCGCAGCAAGGAGECT GCAGGEECT CGECCTGLGG
961 --------- F---- - - - F---- - - - F---- - - - F---- - - - F---- - - - +

GI'GCCCTCCCCCCEEEECCCT GTAACGCGT CGT TCCT CCGACGT CCCCGAGCCGGACGCC

PfIM Apal
GCGCCGGT CCCACGAGGCACT GCGECCCAGGEGT CTGGT GCGGAGAGGECCCACAGT GGAC
1021 --------- Foemeee o m Foemeee o m Foemeee o m Foemeee o m Foemeee o m +

CGCGECCAGGGET GCTCCGT GACGCCGEEGT CCCAGACCACGCCTCTCCCGEGTGTCACCT G

TTGGTGACGCTGTATGCCCTCACCGCTCAGCCCCTGEGEECTGECTTGECAGACAGTACAG
1081 --------- Fommm e Fommm e Fommm e Fommm e Fommm e +

AACCACT GCGACAT ACGEGAGT GECGAGT CEEGEGACCCCGACCGAACCGT CTGTCATGT C



1141

1201

1261

1321

1381

1441

1501

Bsal
CATCCAGGGCGAGT CAAGGGCAT GGGGECGAGACCAGACT AGGCGAGECEEECEEEECEEAG

GIAGGT CCCCTCAGT TCCCGTACCCCGCT CTGGT CTGATCCGCTCCGCCCGECCCCECCTC

Sacl
TGAATGAGCT CT CAGGAGGGAGGAT GGT GCAGGCAGGEGEGET GAGGAGCGCAGCGGECEECG

ACTTACTCGAGAGT CCTCCCTCCTACCACGT CCGT CCCCACT CCTCGECGT CGCCCGECCEC

AGCGGGAGGCACT GGCCT CCAGAGCCCGT GGCCAAGGCGEGEGECCT CGCGEECGECGACGEA

TCGCCCTCCGT GACCGGAGGT CTCGGECACCGGT TCCGCCCGEAGCGCCCGCCECTGECCT

BsnBI Bsal Pvul |
GCCGGGATCGGTGCCTCAGCGT TCGGEECTGGAGACGAGECCAGGT CTCCAGCTGEEGT GG
--------- B T e I TIPSR PSSP

CGGCCCTAGCCACGGAGT CGCAAGCCCGACCT CTGCTCCGGT CCAGAGGT CGACCCCACC

Pvul
ACGT GCCCACCAGCT GCCGAAGGCCAAGACGCCAGGT CCGGT GGACGT GACAAGCAGGAC

TGCACGCEGTGGT CGACGECT TCCGGT TCTGCGGT CCAGECCACCTGCACTGT TCGTCCTG

ATGACATGGT CCGGT GT GACGGCGAGGACAGAGGAGECGCGT CCGECCTTCCTGAACACC

TACTGIACCAGGCCACACT GCCGCTCCTGI CTCCT CCGCGCAGGCCEGAAGGACT TGT GG

TTAGCCT GGT GEEECT GCCGECAAGAAGCCEGTCTGT TTCTTTACT TCCTCCACGGAGT CG

AAT CCGACCACCCCGACGCCGT TCTTCGCCCAGACAAAGAAAT GAAGGAGGT GCCTCAGC



1561

1621

1681

1741

1801

1861

1921

1981

GCACACTATGGCT GCCCT CTGGGECT CCCAGAACCCACAACAT GAAAGAAATGGT GCTACC

CGTGTGATACCGACGGEGAGACCCGAGCGTCTTGEGTGI TGTACT TTCTTTACCACGATGG

CAGCTCAAGCCT GGGCCTTTGAAT CCGGACACAAAACCCTCTAGCT TGGAAATGAATATG

GI'CGAGT TCCGACCCGGAAACT TAGCCCTGTGT TTTGCGAGATCGAACCT TTACTTATAC

CTGCACTTTACAACCACTGCACTACCT GACT CAGGAAT CGECTCTGGAAGGT GAAGCTAG

GACGTGAAATGT TGGT GACGT GATGGACT GAGT CCTTAGCCGAGACCTTCCACT TCGATC

AGGAACCAGACCT CATCAGCCCAACAT CAAAGACACCAT CGGAACAGCAGCGECCCGCAGC

TCCTTGGTCTGGAGTAGI CGGGT TGTAGT TTCTGT GGTAGCCT TGT CGT CGCGGEGECGT CG

H ncl |
ACCCACCCCGCACCGGCGACT CCATCTTCAT GGCCACCCCCT GCGECGGACGGT TGACCA

TGGGTGEEECGT GGCCGCT GAGGTAGAAGT ACCGGT GGGEGACGCCGCCT GCCAACT GGT

Sacl
CCAGCCACCACATCATCCCAGAGCTGAGCTCCT CCAGCGGEGATGACGCCGTCCCCACCAC

GGTCGGTGGT GTAGTAGGGT CTCGACT CGAGGAGGT CGCCCTACT GCGGCAGEGGTGGTG

CTCCCTCTTCTTCTTTTTCATCCTTCTGTCTCTTTGTITTCTGAGCTTTCCTGICTTTCCT

GAGGGAGAAGAAGAAAAAGT AGGAAGACAGAGAAACAAAGACT CGAAAGGACAGAAAGEA

TTTTTCTGAGAGAT TCAAAGCCTCCACGACTCTGT TTCCCCCGTCCCTTCTGAATTTAAT

AAAAAGACT CTCTAAGT TTCGGAGGT GCTGAGACAAAGGGEGEGCAGGGAAGACT TAAATTA



2041

2101

2161

2221

2281

2341

2401

BsnBI
TTGCACTAAGT CATTTGCACTGGTTGGAGT TGT GGAGACGCECCTTGAGT CTCAGTACGAG

AACGT GATTCAGT AAACGT GACCAACCT CAACACCT CTGCCGGAACTCAGAGT CATGCTC

Apal Eagl
TGTGCGT GAGT GT GAGCCACCT TGGCAAGT GCCT GT GCAGGGECCCGECCGCCCTCCATCT
--------- B T e T e T =

ACACGCACT CACACT CGGT GGAACCGT TCACGGACACGT CCCGEECCEECGEGAGGTAGA

Nar |

Kasl St ul
GGGECCAEGTGACT GEECGCCEECTGI GTGCCCGAGGCCTCACCCTGCCCTCECCTAGTICT
--------- B S T

CCCGGECCCACT GACCCGCGECCGACACACGEECT CCGGAGT GEGACGEGAGCGGATCAGA

GGAAGCT CCGACCGACAT CACGGAGCAGCCT TCAAGCATTCCATTACGCCCCATCTCGCT

CCTTCGAGCCTGECTGTAGT GCCTCGTCGGAAGT TCGT AAGGT AAT GCGGGGTAGAGCGA

CTGT GCCCCTCCCCACCAGGGECT TCAGCAGGAGCCCT GGACTCATCATCAATAAACACT G

GACACGGEGAGEEGET GGTCCCGAAGT CGT CCTCEEGACCTGAGTAGTAGT TATTTGTGAC

Xbal Apal Prel Bel |
TTACAGCAAAAAAAAAAAAAAAAT CT AGAGGEGCCCGT TTAAACCCGCTGATCAGCCTCGA
--------- e
AATGTCGTTTTTTTTTTTTTTTTAGATCTCCCGGGCAAATTTGGGCGACTAGT CGGAGCT
CTGT
GACA



