Sequence: Opie2-PuroR[traF]=pBac-HR5Iel-dsRed+Opie2-PuroR[traF].dna (Circular / 8872 bp)
Enzymes: Unique 6+ Cutters (30 of 666 total) Unique Cutters Bold
Features: 18 total

(8834) Pcil (CAP binding site)

ac operator

BamHI (339)
Sall (351)

BtgZI (882)

AvrII (1181)
AsclI (1186)

Hpal (1334)
Mfel (1343)
NotI (1449)

3 re,

Ncol (1709)
SbfI (1795)

____—FspAI (2083)

(6772) Ndel PaeR7I - XhoI (2136)

(6488) Spel

Nhel (2613)
BmtI (2617)

Pmel (3227)

(5109) BfuAI - BspMI
(5105) EcoNI
(5019) Agel PfIFI - Tth111I (4068)

PasI (4075)
(4799) Swal BspEI* (4139)

(4627) BglII SacII (4240)

Opie2-PuroR[traF]=pBac-HR5Iel-dsRed+Opie2-PuroR[traF]
8872 bp
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