(from 1-1070 bp) 9/6/2019 12:07:52 PM

pSYC308 pAdhl-zdk-crzala-mch-lans-pLO263-164 (1...

gttacagagatgttacgaaccactagtgcactgcagtacagtttagettgectcgtcceccgecgggtcaccecggecagegacatggaggeccagaatacectecttg
URA3 c. Albicans cassette (moclo)

20 40 60 80 100

acagtcttgacgtgcgcagctcaggggcatgatgtgactgtcgeccgtacatttageccatacatecccatgtataatcatttgeatccatacattttgatggecge
URA3 c. Albicans cassette (moclo)

120 140 160 180 200

Mlul

acggcgcgaagcaaaaattacggetectegetgeggacctgegagecagggaaacgecteccctcacagacgegttgaattgtecccacgecgegeccctgtagagaaa
URA3 c. Albicans cassette (moclo)

220 240 260 280 300 320

tataaaaggttaggatttgeccactgaggttcttctttcatatacttecttttaaaatcttgetaggatacagttctcacatcacatccgaacataaacaaccatgac

URA3 c. Albicans cassette (moclo)

340 360 380 400 420

agtcaacactaagacctatagtgagagagcagaaactcatgcctcaccagtagcacaAcgattatttcgattaatggaactgaagaaaaccaatttatgtgeatcaa
URA3 c. Albicans cassette (moclo)

440 460 480 500 520

ttgaTgttgataccactaaggaattccttgaattaattgataaattgggtecttatgtatgettaatcaagactcatattgatataatcaatgatttttectatgaa

URA3 c. Albicans cassette (moclo)

540 560 580 600 620 640

tccactattgaaccattattagaactttcacgCaaacatcaatttatgatttttgaagatagaaaatttgetgatattggtaataccgtgaagaaacaatatattgg

URA3 c. Albicans cassette (moclo)

660 680 700 720 740

tggagtttataaaattagtagttgggcagatattacTaatgetcatggtgtcactgggaatggagtAgttgaaggattaaaacagggagetaaagaaaccaccacca
URA3 c. Albicans cassette (moclo)

760 780 800 820 840

accaagagccaagagggttattgatgttagctgaattatcatcagtgggatcattagcatatggagaatattctcaaaaaactgttgaaattgectaaatccgataag
URA3 c. Albicans cassette (moclo)

860 880 900 920 940 960

gaatttgttattggatttattgcccaacgtgatatgggtggAcaagaagaaggatttgattggecttattatgacacctggagttggattagatgataaaggtgatgg
URA3 c. Albicans cassette (moclo)

980 1,000 1,020 1,040 1,060
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 1071-... 9/6/2019 12:07:52 PM

attaggacaacaatatagaactgttgatgaagttgttagcactggaactgatattatcattgttggtagaggattgtttggtaaaggaagagatccagatattgaag
> URA3 c. Albicans cassette (moclo) '

1,080 1,100 1,120 1,140 1,160

gtaaaaggtatagaGatgctggttggaatgecttatttgaaaaagactggecaattataatcagtactgacaataaaaagattettgttttcaagaacttgtcatttg

URA3 c. Albicans cassette (moclo)

1,180 1,200 1,220 1,240 1,260 1,280

tatagtttttttatattgtagttgttctattttaatcaaatgttagegtgatttatattttttttcgectcgacatcatctgeccagatgegaagttaagtgegeag

URA3 c. Albicans cassette (moclo)

1,300 1,320 1,340 1,360 1,380

aaagtaatatcatgcgtcaatcgtatgtgaatgetggtegetatactgetgtegattegatactaacgecgecatccagtgtcgaaaacgacctcgaattcatcgag

URA3 c. Albicans cassette (moclo)

1,400 1,420 1,440 1,460 1,480

Sfil
Apal
PspOMI BglI

tggattcggetttgggtaccgggcccGAGTGGCCCAGGTATTGTTAGCGGTTTGAAGCAGGCGGCAGAAGAAGTAACAAAGGAACCTAGAGGCCTTTTGATGTTAGC
’ 60 URA 3’ Hom MoClo

1,500 1,520 1,540 1,560 1,580 1,600

AGAATTGTCATGCAAGGGCTCCCTATCTACTGGAGAATATACTAAGGGTACTGTTGACATTGCGAAGAGCGACAAAGATTTTGTTATCGGCTTTATTGCTCAAAGAG
’ 60 URA 3’ Hom MoClo ‘

1,620 1,640 1,660 1,680 1,700

ACATGGGTGGAAGAGATGAAGGTTACGATTGGTTGATTATGACACCCGGTGTGGGTTTAGATGACAAGGGAGATGCATTGGGTCAACAGTATAGAACCGTGGATGAT
’ 60 URA 3’ Hom MoClo ‘

1,720 1,740 1,760 1,780 1,800

GTGGTTTCTACAGGATCTGACATTATTATTGTTGGAAGAGGACTATTTGCAAAGGGAAGGGATGCTAAGGTAGAGGGTGAACGT TACAGAAAAGCAGGCTGGGCCGA
’ 60 URA 3' Hom MoClo

1,820 1,840 1,860 1,880 1,900 1,920

NotI

gcggeegegtgttacaaccaattaaccaattctgattagaaaaactcatcgagcatcaaatgaaactgcaatttattcatatcaggattatcaataccatatttttg

KanR Terminator < Kk &

1,940 1,960 1,980 2,000 2,020
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 2034-... 9/6/2019 12:07:52 PM

aaaaagccgtttctgtaatgaaggagaaaactcaccgaggecagttccataggatggcaagatectggtateggtetgegattecgactegtecaacatcaatacaac

I I I I I I
2,040 2,060 2,080 2,100 2,120 2,140

ctattaatttcccctcgtcaaaaataaggttatcaagtgagaaatcaccatgagtgacgactgaatccggtgagaatggcaaaagettatgeatttetttecagact

I I I I I
2,160 2,180 2,200 2,220 2,240

AsiSI
Pvul

tgttcaacaggccagccattacgetegtcatcaaaatcactcgecatcaaccaaaccgttattcattegtgattgegectgagegaggegaaatacgegategetgtt

2,260 2,280 2,300 2,320 2,340

aaaaggacaattacaaacaggaatcgaatgcaaccggcgcaggaacactgccagegcatcaacaatattttcacctgaatcaggatattcttctaatacctggaatg

2,360 2,380 2,400 2,420 2,440 2,460

Smal
TspMI
Xmal

ctgttttcccggggatcgecagtggtgagtaaccatgeatcatcaggagtacggataaaatgettgatggtcggaagaggecataaatteegtcagecagtttagtetg

2,480 2,500 2,520 2,540 2,560

accatctcatctgtaacatcattggcaacgctacctttgecatgtttcagaaacaactctggegecategggetteccatacaatcgatagattgtegecacctgattg

2,580 2,600 2,620 2,640 2,660

Nrul

cccgacattatcgegageccatttatacccatataaatcageatccatgttggaatttaategeggectggagecaagacgttteccgttgaatatggeteataacac

2,680 2,700 2,720 2,740 2,760 2,780

cccttgtattactgtttatgtaagcagacagttttattgttcatgatgatatatttttatcttgtgcaatgtaacatcagagattttgagacacaacgtggetttgt

< KanR Promoter <

I I I I I
2,800 2,820 2,840 2,860 2,880

tgaataaatcgaacttttgctgagttgaaggatcagtcatgaccaaaatcecttaacgtgagttttegttccactgagegtcagaccccgtagaaaagatcaaagga

K KanR Promoter

I I
2,900 2,920 2,940 2,960 2,980
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 2997-... 9/6/2019 12:07:52 PM

tcttcttgagatcctttttttetgegegtaatetgetgettgecaaacaaaaaaaccaccgetaccageggtggtttgtttgecggatcaagagetaccaactetttt

3,000 3,020 3,040 3,060 3,080 3,100

tccgaaggtaactggettcageagagegeagataccaaatactgttettctagtgtagecgtagttaggecaccacttcaagaactctgtageaccgectacatace

[ [ [ [ [
3,120 3,140 3,160 3,180 3,200

tcgetetgetaatectgttaccagtggetgetgecagtggegataagtegtgtettaccgggttggactcaagacgatagttaccggataaggegeageggteggge

I I I I I
3,220 3,240 3,260 3,280 3,300

tgaacggggggttegtgcacacageccagettggagegaacgacctacaccgaactgagatacctacagegtgagetatgagaaagegecacgetteecgaagggag

I | | | I I
3,320 3,340 3,360 3,380 3,400 3,420

aaaggcggacaggtatccggtaageggeagggtcggaacaggagagegeacgagggagettccagggggaaacgectggtatctttatagtectgtegggtttegec

I I I I I
3,440 3,460 3,480 3,500 3,520

acctctgacttgagegtcgatttttgtgatgetegtcaggggggeggagectatggaaaaacgecageaacgeggectttttacggttectggecttttgetggect

3,540 3,560 3,580 3,600 3,620
NotI
|
tttgctcacatgttctttectgegttatccectgattctgtggataaccgtgeggecgeccaatagaacgaaggaaggagecacagacttagattggtatatatacgea
S« el ] [ URA3 5" UTR S. cerevisiae ~ »°
I I I I I I
3,640 3,660 3,680 3,700 3,720 3,740

tatgtggtgttgaagaaacatgaaattgeccagtattettaacccaactgcacagaacaaaaacctgecaggaaacgaagataaatcatgtcgaaagetacatataag

I I I I I
3,760 3,780 3,800 3,820 3,840

gaacgtgetgetactcatectagtectgttgetgecaagetatttaatatcatgecacgaaaagcaaacaaacttgtgtgettcattggatgttegtaccaccaagga

[ [ [ [ [
3,860 3,880 3,900 3,920 3,940

attactggagttagttgaagcattaggtcccaaaatttgtttactaaaaacacatgtggatatcttgactgatttttccatggagggecacagttaagecgetaaagg

3,960 3,980 4,000 4,020 4,040 4,060
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 4067-... 9/6/2019 12:07:52 PM

cattatccgccaagtacaattttttactcttcgaagacagaaaatttgctgacattggtaatacagtcaaattgcagtactctgegggtgtatacagaatagecagaa
> URA3 5' UTR S. cerevisiae ».

4,080 4,100 4,120 4,140 4,160

tgggcagacattacgaatgcacacggtgtggtgCClTgaattcgcatctagactgaactggecgataattgcagacgAACGGGCAACCAAACCCATACATCGGGATT
> URA3 5' UTR S. cerevisiae

4,180 4,200 4,220 4,240 4,260 4,280

CCTATAATACCTTCGTTCtTCTCCCTAACATGTAGGTGGCGGAGGGGAGATATACAATAGAACAGATACCAGACAAGACATAATGGGCTAAACAAGACTACACCAAT
\ ADH1 promoter >

4,300 4,320 4,340 4,360 4,380

TACACTGCCTCATTGATGGTGGTACATAACGAACTAATACTGTAGCCCTAGACTTGATAGCCATCATCATATCGAAGTTTCACTACCCTTTTTCCATTTGCCATCTA

3% ADH1 promoter »
4,400 4,420 4,440 4,460 4,480
SphI
TTGAAGTAATAATAGGCGCATGCAACTTCTTTTCTTTTTTTTTCTTTTCTCTCTCCCCCGTTGTTGTCTCACCATATCCGCAATGACAAAAAAATGATGGAAGACAC
S» ADH1 promoter »
4,500 4,520 4,540 4,560 4,580 4,600

TAAAGGAAAAAATTAACGACAAAGACAGCACCAACAGATGTCGTTGTTCCAGAGCTGATGAGGGGTATCTCGAAGCACACGAAACTTTTTCCTTCCTTCATTCACGC

S» ADH1 promoter »

4,620 4,640 4,660 4,680 4,700

ACACTACTCCCTAATGAGCAACGGTATACGGCCTTCCTTCCAGTTACTTGAATTTGAAATAAAAAAAAGTTTGCTGTCTTGCTATCAAGTATAAATAGACCTGCAAT
3 ADH1 promoter »

4,720 4,740 4,760 4,780 4,800

TATTAATCTTTTGTTTCCTCGTCATTGTTCTCGTTCCCTTTCTTCCTTGTTTCTTTTTCTGCACAATATTTCAAGCTATACCAAGCATACAAtatgggttctgttga
S ADH1 promoter [ Zdkl1 ~»

4,820 4,840 4,860 4,880 4,900 4,920

taataagtttaataaagagaaaacaagagctggagccgaaatacactctttgectaacttaaatgtagaacagaagttegettttatagtatctttgtttgatgate
S» Zdk1 >

4,940 4,960 4,980 5,000 5,020

catcacaatctgccaatttgttggcagaggctaagaaattaaacgacgctcaagcaccaaaaGGTTCTATGTCATTCAGCAACGGAAATATGGCTTCCTACATGACT
S» Zdk1 Crzi(ala) '

5,040 5,060 5,080 5,100 5,120
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 5137-... 9/6/2019 12:07:52 PM

AGTAGTAATGGAGAGGAGCAAAGTATAAACAACAAAAACGATATAGACGATAACGCTGCTTACAGACGTAATAATTTCAGGAATAGTAGCAATTCAGGATCACATAC

Crzl(ala)
5,140 5,160 5,180 5,200 5,220 5,240
Pfol
GTTCCAATTATCGGACTTGGACTTAGATGTGGATATGAGGATGGATTCCGCCAATGCTGCAGAGAAAATATCAAAGAACCTTTCCTCTGGCATCCCGGACTCATTTG
Crzl(ala)
5,260 5,280 5,300 5,320 5,340

ATTCTAACGTGAACAGCTTGCTGTCTCCGTCAAGCGGTTCTTATTCTGCAGATTTGAATTACCAAAGTCTATACAAACCAGATCTTCCACAGCAACAGTTACAGCAG
Crzl(ala)

5,360 5,380 5,400 5,420 5,440

CAACAGCTCCAACAGCAGCAGCAACAGCAGCAACAACAGCAACAGCAACAACAGAAGCAAACACCAACTTTAAAAGTCGAACAATCTGATACATTTCAGTGGGACGA
Crzl(ala)

5,460 5,480 5,500 5,520 5,540 5,560

TATCTTAGCTCCTGCTGATAATCAACATCGGCCAGCACTCGCCAACCAGTTTTTAGCTCCAAGATCTAATTACGATGGTACCACTAGGAGCTCGGGCATTGACTCCA
Crzl(ala)

5,580 5,600 5,620 5,640 5,660

BtgZI
ATTATAGCGATACAGAATCAAACTATCATACGCCTTATTTGTATCCACAGGACTTAGTTTCTTCACCTGCGATGTCTCACTTAACCGCGAATAACGATGATTTTGAC
Crzl(ala)
5,680 5,700 5,720 5,740 5,760

GATCTTTTGAGCGTCGCATCTATGAACTCAAATTATTTACTGCCCGTAAATGCTCATGGTTATAAACATATTTCAAACCTTGATGAGTTGGATGACTTGCTATCTTT
Crzl(ala)

5,780 5,800 5,820 5,840 5,860 5,880

AACATATTCAGACAATAACCTTTTATCAGCATCAAACAACAGTGATTTCAACAACAGTAATAACGGAATTATTAATACCGCTGACACTCAAAACAGTACCATTGCCA

Crzl(ala)

5,900 5,920 5,940 5,960 5,980

TTAATAAAAGTAAAGTCGGTACTAACCAAAAGATGTTATTGACTATTCCAACTTCTTCCACACCTGCCCCTTCCACTCATGCTGCCCCGGTAACACCCATCATTTCT
Crzl(ala)

6,000 6,020 6,040 6,060 6,080
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 6100-... 9/6/2019 12:07:52 PM

ATACAGGAATTCAATGAGGGACACTTCCCAGTTAAAAACGAAGATGACGGAACGTTACAACTAAAAGTTCGGGATAACGAAGCCTATAGCGCTACTAACAATAACAA
Crzl(ala)

6,100 6,120 6,140 6,160 6,180 6,200

TCTACTTCGTCCAGATGATAATGATTACAACAACGAAGCTCTCGCTGATATTGACCGCTCCTTCGAAGATATCATTAACGGTCGAAAATTGAAACTTAAAAAATCAA
Crzl(ala)

6,220 6,240 6,260 6,280 6,300

GAAGAAGAGCAGCCCAAGCTGCAAATAATAGTTTCACTAGCAGGAGATCCGCTAGAGCCAGAGCTATAGCACCCGATGAAAAAGCTAAATCTATAAGTGCAAATAGG
Crzl(ala)

6,320 6,340 6,360 6,380 6,400 6,420

GAAAAGTTATTGGAGATGGCAGATCTTTTACCATCCAGTGAAAATGACAATAATCGGGAGCGCTATGACAATGATAGCAAAACTAGCTATAACACCATTAACAGTAG
Crzl(ala)

6,440 6,460 6,480 6,500 6,520

Hpal
CAATTTTAATGAGGATAATAATAATAACAATTTGTTAACAAGTAAACCAAAAATTGAATCGGGCATTGTCAATATTAAAAATGAACTAGATGACACTAGCAAAGATC
Crzl(ala)
6,540 6,560 6,580 6,600 6,620

TTGGCATACTTCTAGACATAGATAGCTTGGGCCAATTTGAGCAGAAAGTTGGTTTCAAAAATGATGATAATCACGAAAATAACGATAATGGCACATTTTCTGTTAAG
Crzl(ala)

6,640 6,660 6,680 6,700 6,720 6,740
AAAAATGACAATCTAGAAAAACTAGACAGTGTAACAAATAATAGGAAAAATCCTGCGAATTTTGCTTGTGATGTATGTGGTAAGAAGTTTACAAGACCTTATAACTT
Crzl(ala)

6,760 6,780 6,800 6,820 6,840

Afl1II
AAAGTCACACTTAAGAACGCATACAAATGAAAGGCCATTTATTTGTTCTATTTGTGGTAAGGCGTTTGCACGTCAACATGATAGAAAGAGACACGAAGATTTGCATA

Crzl(ala)

6,860 6,880 6,900 6,920 6,940

PasI

CAGGTAAGAAAAGGTATGTATGCGGTGGTAAGCTGAAGGACGGTAAACCCTGGGGTTGTGGCAAAAAGTTTGCAAGAAGTGATGCTCTTGGTAGGCATTTTAAAACT
Crzl(ala)

6,960 6,980 7,000 7,020 7,040 7,060
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 7063-... 9/6/2019 12:07:52 PM

GAAAGTGGTAGAAGATGCATCACTCCCTTGTACGAAGAAGCCAGACAGGAGAAATCGGGACAAGAGAGTggATCCgtgagcaagggcgaggaggataacatggecat
3> Crzl(ala) [ mCherry »$

7,080 7,100 7,120 7,140 7,160

catcaaggagttcatgcgcttcaaggtgcacatggagggctecgtgaacggecacgagttcgagatcgagggegagggcgagggecgeecctacgagggeacccaga

3» mCherry 3
7,180 7,200 7,220 7,240 7,260
AhdI
ccgecaagetgaaggtgaccaagggtggecccctgeccttegectgggacatectgteccctecagttcatgtacggetccaaggectacgtgaageaccecgecgac
3» mCherry »3
7,280 7,300 7,320 7,340 7,360 7,380

atccccgactacttgaagetgtectteecccgagggettcaagtgggagegegtgatgaacttegaggacggeggegtgglCgaccgtgacccaggactectecctgea
|

| >
3» mCherry »3
7,400 7,420 7,440 7,460 7,480
AloI
ggacggcgagttcatctacaaggtgaagetgegeggeaccaactteccetecgacggecccgtaatgecagaagaagaccatgggetgggaggectectecgagegga
3» mCherry >3
7,500 7,520 7,540 7,560 7,580
BbvCI
tgtaccccgaggacggegecctgaagggegagatcaagcagaggctgaagetgaaggacggeggecactacgacgetgaggtcaagaccacctacaaggecaagaag
3» mCherry >3
7,600 7,620 7,640 7,660 7,680 7,700

ccegtgeagetgeecggegectacaacgtcaacatcaagttggacatcaccteccacaacgaggactacaccategtggaacagtacgaacgegecgagggeegecea

I >

3» mCherry 3

7,720 7,740 7,760 7,780 7,800

SgrAl

ctccaccggcggcatggacgagctgtacaagGGATCCcccgaattcGGTATTGATCTGAGCGGCCTGACCCTGCAGggttctggaagtgggtcgttggectactacac

[ 0SYC494_fwd_LANSnoNLSintopSYC90
3» mCherry D PEF { NES b GS linker | asLov2  »2

7,820 7,840 7,860 7,880 7,900
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 7919-... 9/6/2019 12:07:52 PM

ttgaacgtattgagaagaactttgtcattactgacccaagattgccagataatcccattatattcgegtccgatagtttcttgcagttgacagaatatagecgtgaa
> asLOVv2 >

7,920 7,940 7,960 7,980 8,000 8,020

gaaattttgggaagaaactgcaggtttctacaaggtcctgaaactgatcgegegacagtgagaaaaattagagatgecatagataaccaaacagaggtcactgttca
» asLOVv2 >

8,040 8,060 8,080 8,100 8,120

BstAPI

gctgattaattatacaaagagtggtaaaaagttctggaacctctttcacttgeagectatgegagatcagaagggagatgtccagtactttattggggttcagttgg
» asLOV2 »

8,140 8,160 8,180 8,200 8,220

atggaactgagcatgtccgagatgectgecgagagagagggagtcatgetgattaagaaaactgcagaaaatattgatGCTGCTGCTAAGAGATCTTGGTCTATGGCT

» asLOVv2 P nls#11 »%
8,240 8,260 8,280 8,300 8,320 8,340
PaeR71
PspXI
XhoI
T1iI

TTCGAGCTCTAACTCgagTGGCattgaattgaattgaaatcgatagatcaatttttttecttttectetttecccatectttacgctaaaataatagtttattttattt
S» tPGK1 '

8,360 8,380 8,400 8,420 8,440

tttgaatattttttatttatatacgtatatatagactattatttatcttttaatgattattaagatttttattaaaaaaaaattcgctectcttttaatgectttat
' tPGK1 ‘

8,460 8,480 8,500 8,520 8,540 8,560

gcagtttttttttcccattcgatatttctatgtGCTGecaaaccagatgtcaacacagetacaacgeagttcgagtttatcattatcaatactgecatttcaaagaa

[ ScTDH3 Promoter »
tPGK1 [ Sc pTDH3 »!

8,580 8,600 8,620 8,640 8,660

tacgtaaataattaatagtagtgattttcctaactttatttagtcaaaaaattagecttttaattctgetgtaacccgtacatgeccaaaatagggggegggttaca

» ScTDH3 Promoter »
» Sc pTDH3 !
8,680 8,700 8,720 8,740 8,760
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 8775-... 9/6/2019 12:07:52 PM

cagaatatataacatcgtaggtgtctgggtgaacagtttattcctggeatccactaaatataatggageecgetttttaagetggeatccagaaaaaaaaagaatcec

3» ScTDH3 Promoter »%
3» Sc pTDH3 »$
8,780 8,800 8,820 8,840 8,860 8,880

cagcaccaaaatattgttttcttcaccaaccatcagttcataggtccattctcttagegcaactacagagaacaggggcacaaacaggcaaaaaacgggeacaacct

S» ScTDH3 Promoter »%
3» Sc pTDH3 »%

8,900 8,920 8,940 8,960 8,980

caatggagtgatgcaacctgecctggagtaaatgatgacacaaggcaattgacccacgecatgtatctatctcattttcttacaccttctattaccttetgetctetet

S» ScTDH3 Promoter »%
3» Sc pTDH3 »%
9,000 9,020 9,040 9,060 9,080

gatttggaaaaagctgaaaaaaaaggttgaaaccagttccctgaaattattcccctacttgactaataagtatataaagacggtaggtattgattgtaattctgtaa

S» ScTDH3 Promoter »%
3» Sc pTDH3 »%

9,100 9,120 9,140 9,160 9,180 9,200

atctatttcttaaacttcttaaattctacttttatagttagtcttttttttagttttaaaacaccaagaacttagtttcgaataaacacacataaacaaacaaaaga

3> ScTDH3 Promoter >
> Sc pTDH3 >

9,220 9,240 9,260 9,280 9,300

tctatgaagagaacattgttgaaggattggaaaaccagattatcatacttcttacagaactcatctacacctggtaagccaaagacaggtaagaaatctaaacaaca
I Hs_RGS2(33-67) »3

9,320 9,340 9,360 9,380 9,400

aggcggtggeggaagtggeggaggaggttegggeggaagtggttetgetgaaggttctgttgetagacaaccagacttgttgacttgtgacgacgaaccaatecaca

> | iRFP713 (irfp) »%
9,420 9,440 9,460 9,480 9,500 9,520
CspCI
tcccaggtgctatccaaccacacggtttgttgttggectttggetgetgacatgactategttgetggttctgacaacttgecagaattgactggtttggetateggt
» iRFP713 (irfp) >3
9,540 9,560 9,580 9,600 9,620

gctttgatcggtagatctgetgetgacgttttcgactctgaaactcacaacagattgactategetttggetgaaccaggtgetgetgttggtgctccaatcactgt
3» iRFP713 (irfp) »$

9,640 9,660 9,680 9,700 9,720
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 9738-... 9/6/2019 12:07:52 PM

tggtttcactatgagaaaggacgetggtttcateggttcttggcacagacacgaccaattgatcttcettggaattggaaccaccacaaagagatgttgetgaaccac
» iRFP713 (irfp) »

9,740 9,760 9,780 9,800 9,820 9,840

aagctttcttcagaagaactaactctgctatcagaagattgcaagetgetgaaactttggaatetgettgtgetgetgetgetcaagaagttagaaagatcactggt
d iRFP713 (irfp) »

9,860 9,880 9,900 9,920 9,940

ttcgacagagttatgatctacagattcgettctgacttctctggtgaagttatecgetgaagacagatgtgetgaagttgaatctaagttgggtttgecactaccecage
» iRFP713 (irfp) >

9,960 9,980 10,000 10,020 10,040

ttctactgttccagectcaagetagaagattgtacactatcaacccagttagaatcatcccagacatcaactacagaccagttccagttactccagacttgaacccag
» iRFP713 (irfp) »

10,060 10,080 10,100 10,120 10,140 10,160

ttactggtagaccaatcgacttgtctttegetatecttgagatetgtttecteccagttcacttggaattcatgagaaacatcggtatgecacggtactatgtctatetcet
» iRFP713 (irfp) BS

10,180 10,200 10,220 10,240 10,260

atcttgagaggtgaaagattgtggggtttgatcgtttgtcaccacagaactccatactacgttgacttggacggtagacaagettgtgaattggttgetcaagtttt
» iRFP713 (irfp) »

10,280 10,300 10,320 10,340 10,360

ggcttggcaaatcggtgttatggaagaaggatccttagetactacgetagagegtatagaaaaaaatttegtgatcaccgatccaagattgecggacaacccaatcea

> iRFP713 (irfp) \ asLOV2(404-546) »
10,400 10,420 10,440 10,460 10,480
KflI
tatttgcttccgattcctttttacaactgaccgaatacagtagagaggagattctgggtaggaattgecaggttccttcagggtcccgagactgatcgtgecaacagtt
» asL0V2(404-546) »
10,500 10,520 10,540 10,560 10,580

aggaaaattagagatgcgatagacaaccagacagaagttaccgtgcagttgatcaattataccaagagcggaaaaaaattctggaacttatttcatttacagecaat
» asL0V2(404-546) »

10,600 10,620 10,640 10,660 10,680 10,700

BsiWI

gcgtgaccagaagggcgacgtacagtatttcattggtgtgcaactagacgggacagagcacgtacgtgacgcagcagaaagagagggcgtgatgttgataaaaaaaa
» asL0V2(404-546) »

10,720 10,740 10,760 10,780 10,800
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pSYC308_pAdhl-zdk-crzala-mch-lans-pLO263-164 (11082 bp) (from 10808... 9/6/2019 12:07:52 PM

ctgcagagaatatcgacgaggctgcgaaagagctataatggeattgaattgaattgaaatcgatagatcaatttttttcttttetectttececcatectttacgetaa

PGK1 Terminator >
» asL0V2(404-546) \ Sc tPGK1 »

10,820 10,840 10,860 10,880 10,900

aataatagtttattttattttttgaatattttttatttatatacgtatatatagactattatttatcttttaatgattattaagatttttattaaaaaaaaattcgc

: PGK1 Terminator >
S» Sc tPGK1 »

10,920 10,940 10,960 10,980 11,000 11,020

BlpI

tcctcttttaatgectttatgeagtttttttttcccattegatatttctatgtgetgagea

> Sc tPGK1

11,030 11,040 11,050 11,060 11,070 11,080
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