
(from 1-1177 bp)

pJ2072.2_CRISPRlator (6900 bp)

GAATTCATAGGATAGATTCTGGAAACTTTACCGTCCGAGCTCCAGCCTGCGGTCCGGttgacggctagctcagtcctaggtacagtgctagcTCGCTGGGACGCCCG

CTTAAGTATCCTATCTAAGACCTTTGAAATGGCAGGCTCGAGGTCGGACGCCAGGCCaactgccgatcgagtcaggatccatgtcacgatcgAGCGACCCTGCGGGC

SacIEcoRI

P(BBa_J23100)Linker_14 SuffixPrefix

AGAGCCGAATCGCACTTATTTACAGTAGTTCAGCCTGCGGTCCGGccaTACATACTCTAAGATGTGTCTCGCTGGGACGCCCGGGGACTACACTTACGAAACTATTG

TCTCGGCTTAGCGTGAATAAATGTCATCAAGTCGGACGCCAGGCCggtATGTATGAGATTCTACACAGAGCGACCCTGCGGGCCCCTGATGTGAATGCTTTGATAAC

Linker_21 Linker_1bs-4 SuffixPrefix

ATTGCTCAGCCTGCGGTCCGGGTTCACTGCCGTATAGGCAGATCAGTGTGTACTAAGTACTGTTTcAGAGCTATGCTGGAAACAGCATAGCAAGTTgAAATAAGGCT

TAACGAGTCGGACGCCAGGCCCAAGTGACGGCATATCCGTCTAGTCACACATGATTCATGACAAAgTCTCGATACGACCTTTGTCGTATCGTTCAAcTTTATTCCGA

sgRNA-2Csy4 sitePrefix

AGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCGTTCACTGCCGTATAGGCAGTCGCTGGGACGCCCGCTCGAGCAATAAACAGTTGATAGGGCTTCTCC

TCAGGCAATAGTTGAACTTTTTCACCGTGGCTCAGCCACGCAAGTGACGGCATATCCGTCAGCGACCCTGCGGGCGAGCTCGTTATTTGTCAACTATCCCGAAGAGG

XhoI

sgRNA-2 Linker_0Csy4 site Suffix

GTTACAGCCTGCGGTCCGGGTTCACTGCCGTATAGGCAGTAATTTTGTTTAACTTTAAGAAGGAGATATACATATGGTGAGCAAGGGCGAGGAGGATAACATGGCCA

CAATGTCGGACGCCAGGCCCAAGTGACGGCATATCCGTCATTAAAACAAATTGAAATTCTTCCTCTATATGTATACCACTCGTTCCCGCTCCTCCTATTGTACCGGT

mCherryRBSCsy4 sitePrefix

TCATCAAGGAGTTCATGCGCTTCAAGGTGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGGGCACCCAG

AGTAGTTCCTCAAGTACGCGAAGTTCCACGTGTACCTCCCGAGGCACTTGCCGGTGCTCAAGCTCTAGCTCCCGCTCCCGCTCCCGGCGGGGATGCTCCCGTGGGTC

mCherry

ACCGCCAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTCAGTTCATGTACGGCTCCAAGGCCTACGTGAAGCACCCCGCCGA

TGGCGGTTCGACTTCCACTGGTTCCCACCGGGGGACGGGAAGCGGACCCTGTAGGACAGGGGAGTCAAGTACATGCCGAGGTTCCGGATGCACTTCGTGGGGCGGCT

mCherry

CATCCCCGACTACTTGAAGCTGTCCTTCCCCGAGGGCTTCAAGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCGTGGTGACCGTGACCCAGGACTCCTCtCTGC

GTAGGGGCTGATGAACTTCGACAGGAAGGGGCTCCCGAAGTTCACCCTCGCGCACTACTTGAAGCTCCTGCCGCCGCACCACTGGCACTGGGTCCTGAGGAGaGACG

mCherry

AGGACGGCGAGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCGTAATGCAGAAGAAGACtATGGGCTGGGAGGCCTCCTCCGAGCGG

TCCTGCCGCTCAAGTAGATGTTCCACTTCGACGCGCCGTGGTTGAAGGGGAGGCTGCCGGGGCATTACGTCTTCTTCTGaTACCCGACCCTCCGGAGGAGGCTCGCC

mCherry

ATGTACCCCGAGGACGGCGCgCTGAAGGGCGAGATCAAGCAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGACGCTGAaGTCAAGACCACCTACAAGGCCAAGAA

TACATGGGGCTCCTGCCGCGcGACTTCCCGCTCTAGTTCGTCTCCGACTTCGACTTCCTGCCGCCGGTGATGCTGCGACTtCAGTTCTGGTGGATGTTCCGGTTCTT

mCherry

GCCCGTGCAGCTGCCCGGCGCgTACAACGTCAACATCAAGTTGGACATCACCTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCC

CGGGCACGTCGACGGGCCGCGcATGTTGCAGTTGTAGTTCAACCTGTAGTGGAGGGTGTTGCTCCTGATGTGGTAGCACCTTGTCATGCTTGCGCGGCTCCCGGCGG

mCherry



pJ2072.2_CRISPRlator (6900 bp) (from 1178-2354 bp)

ACTCCACCGGCGGCATGGACGAGCTGTACAAGATGTCCCGCCGTAATACTGACGCCATCACAATCCACAGCATCCTGGATTGGATTGAAGACAACTTGGAGTCGCCG

TGAGGTGGCCGCCGTACCTGCTCGACATGTTCTACAGGGCGGCATTATGACTGCGGTAGTGTTAGGTGTCGTAGGACCTAACCTAACTTCTGTTGAACCTCAGCGGC

MarAmCherry

TTGAGTTTAGAAAAAGTTAGTGAACGTAGTGGTTACTCAAAGTGGCACCTTCAGCGCATGTTTAAGAAGGAAACGGGTCATTCATTGGGTCAATATATTCGTTCTCG

AACTCAAATCTTTTTCAATCACTTGCATCACCAATGAGTTTCACCGTGGAAGTCGCGTACAAATTCTTCCTTTGCCCAGTAAGTAACCCAGTTATATAAGCAAGAGC

MarA

CAAGATGACTGAAATTGCCCAGAAATTGAAAGAGTCTAATGAACCTATTTTGTACCTGGCGGAGCGTTACGGCTTTGAAAGTCAGCAAACCCTTACACGTACCTTCA

GTTCTACTGACTTTAACGGGTCTTTAACTTTCTCAGATTACTTGGATAAAACATGGACCGCCTCGCAATGCCGAAACTTTCAGTCGTTTGGGAATGTGCATGGAAGT

MarA

AGAATTACTTTGACGTTCCACCACACAAATATCGTATGACCAACATGCAGGGTGAGTCACGTTTTTTGCATCCGTTGAATCATTACAATTCCTAATAATCGCTGGGA

TCTTAATGAAACTGCAAGGTGGTGTGTTTATAGCATACTGGTTGTACGTCCCACTCAGTGCAAAAAACGTAGGCAACTTAGTAATGTTAAGGATTATTAGCGACCCT

MarA

CGCCCGCCATGGTTCAGCCAAAAAACTTAAGACCGCCGGTCTTGTCCACTACCTTGCAGTAATGCGGTGGACAGGATCGGCGGTTTTCTTTTCTCTTCTCAATTCTT

GCGGGCGGTACCAAGTCGGTTTTTTGAATTCTGGCGGCCAGAACAGGTGATGGAACGTCATTACGCCACCTGTCCTAGCCGCCAAAAGAAAAGAGAAGAGTTAAGAA

NcoI

ECK120029600 Terminator

CTGACCTGTAACGAATAATAGATAGTAAAGTAGTCTCCGATTGAGTTTTCTCTGCCGAGTCCCACCCAGTTCTGTGATTTCAGTAAGTTGGTAATTGATACACTGTT

GACTGGACATTGCTTATTATCTATCATTTCATCAGAGGCTAACTCAAAAGAGACGGCTCAGGGTGGGTCAAGACACTAAAGTCATTCAACCATTAACTATGTGACAA

Spacer 1

GCGAGAACTGCTGCCTGGTAGTAGATAGGTTGTTATTGAGTAAGAAGGTAAAGTGAACGAAATCCCTGAAACTGAGACTGTAGAAAATAAGCTTCAGCCTGCGGTCC

CGCTCTTGACGACGGACCATCATCTATCCAACAATAACTCATTCTTCCATTTCACTTGCTTTAGGGACTTTGACTCTGACATCTTTTATTCGAAGTCGGACGCCAGG

HindIII

Spacer 1 Prefix

GGttgacggctagctcagtcctaggtacagtgctagcTCGCTGGGACGCCCGAGATAGCCGTTACACAGGTGACACTTATTTCAGCCTGCGGTCCGGccaCACTAGA

CCaactgccgatcgagtcaggatccatgtcacgatcgAGCGACCCTGCGGGCTCTATCGGCAATGTGTCCACTGTGAATAAAGTCGGACGCCAGGCCggtGTGATCT

P(BBa_J23100) Linker_24 PrefixSuffix bs-1

GTCTAGCTTGAGATCGCTGGGACGCCCGTGAACAGTTGCTCTGATTGAAACCACGATTCAGCCTGCGGTCCGGGTTCACTGCCGTATAGGCAGGACACATCTTAGAG

CAGATCGAACTCTAGCGACCCTGCGGGCACTTGTCAACGAGACTAACTTTGGTGCTAAGTCGGACGCCAGGCCCAAGTGACGGCATATCCGTCCTGTGTAGAATCTC

Linker_19 Csy4 sitePrefixSuffix sgRNA-4bs-1

TATGTAGTTTcAGAGCTATGCTGGAAACAGCATAGCAAGTTgAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGTGGCACCGAGTCGGTGCGTTCACTGCCGTATA

ATACATCAAAgTCTCGATACGACCTTTGTCGTATCGTTCAAcTTTATTCCGATCAGGCAATAGTTGAACTTTTTCACCGTGGCTCAGCCACGCAAGTGACGGCATAT

sgRNA-4 Csy4 site

GGCAGTCGCTGGGACGCCCGGGATCCAAGAGATTTCTACACGATTGAGCACTGTCTCAGCCTGCGGTCCGGGTTCACTGCCGTATAGGCAGTAATTTTGTTTAACTT

CCGTCAGCGACCCTGCGGGCCCTAGGTTCTCTAAAGATGTGCTAACTCGTGACAGAGTCGGACGCCAGGCCCAAGTGACGGCATATCCGTCATTAAAACAAATTGAA

BamHI

Linker_10 Csy4 site RBSPrefixSuffix



pJ2072.2_CRISPRlator (6900 bp) (from 2355-3531 bp)

TAAGAAGGAGATATACATATGTCTAAAGGTGAAGAATTATTCACTGGTGTTGTCCCAATTTTGGTTGAATTAGATGGTGATGTTAATGGTCACAAATTTTCTGTCTC

ATTCTTCCTCTATATGTATACAGATTTCCACTTCTTAATAAGTGACCACAACAGGGTTAAAACCAACTTAATCTACCACTACAATTACCAGTGTTTAAAAGACAGAG

mCitrineRBS

CGGTGAAGGTGAAGGTGATGCTACTTACGGTAAATTGACCTTAAAATTTATTTGTACTACTGGTAAATTGCCAGTTCCgTGGCCAACCTTAGTCACTACTTTAGGTT

GCCACTTCCACTTCCACTACGATGAATGCCATTTAACTGGAATTTTAAATAAACATGATGACCATTTAACGGTCAAGGcACCGGTTGGAATCAGTGATGAAATCCAA

mCitrine

ATGGTTTGATGTGTTTTGCTAGATACCCAGATCATATGAAACAACATGACTTTTTCAAGTCTGCCATGCCAGAAGGTTATGTTCAAGAAAGAACTATTTTTTTCAAA

TACCAAACTACACAAAACGATCTATGGGTCTAGTATACTTTGTTGTACTGAAAAAGTTCAGACGGTACGGTCTTCCAATACAAGTTCTTTCTTGATAAAAAAAGTTT

mCitrine

GATGACGGTAACTACAAGACCAGAGCTGAAGTCAAGTTTGAAGGTGATACCTTAGTTAATAGAATCGAATTAAAAGGTATTGATTTTAAAGAAGATGGTAACATTTT

CTACTGCCATTGATGTTCTGGTCTCGACTTCAGTTCAAACTTCCACTATGGAATCAATTATCTTAGCTTAATTTTCCATAACTAAAATTTCTTCTACCATTGTAAAA

mCitrine

AGGTCACAAATTGGAATACAACTATAACTCTCACAATGTTTACATCATGGCTGACAAACAAAAGAATGGTATCAAAGTTAACTTCAAAATTAGACACAACATTGAAG

TCCAGTGTTTAACCTTATGTTGATATTGAGAGTGTTACAAATGTAGTACCGACTGTTTGTTTTCTTACCATAGTTTCAATTGAAGTTTTAATCTGTGTTGTAACTTC

mCitrine

ATGGTTCTGTTCAATTAGCTGACCATTATCAACAAAATACTCCAATTGGTGATGGTCCAGTCTTGTTACCAGACAACCATTACTTATCCTATCAATCTaaaTTATCC

TACCAAGACAAGTTAATCGACTGGTAATAGTTGTTTTATGAGGTTAACCACTACCAGGTCAGAACAATGGTCTGTTGGTAATGAATAGGATAGTTAGAtttAATAGG

mCitrine

AAAGATCCAAACGAAAAGAGAGACCACATGGTCTTGTTAGAATTTGTTACTGCTGCTGGTATTACCCAcGGTATGGATGAATTGTACAAAATGTCCCGCCGTAATAC

TTTCTAGGTTTGCTTTTCTCTCTGGTGTACCAGAACAATCTTAAACAATGACGACGACCATAATGGGTgCCATACCTACTTAACATGTTTTACAGGGCGGCATTATG

mCitrine MarAn20

TGACGCCATCACAATCCACAGCATCCTGGATTGGATTGAAGACTAATAATCGCTGGGACGCCCGCCTGCAGGCTCGGTACCAAATTCCAGAAAAGAGGCCTCCCGAA

ACTGCGGTAGTGTTAGGTGTCGTAGGACCTAACCTAACTTCTGATTATTAGCGACCCTGCGGGCGGACGTCCGAGCCATGGTTTAAGGTCTTTTCTCCGGAGGGCTT

SbfI KpnI

MarAn20 L3S2P21 TerminatorSuffix

AGGGGGGCCTTTTTTCGTTTTGGTCCTAATAGATAAAGGATAGGTCTGGTAGTGTTGTTCGTTCTCGCAGGTAAATCAATAATACTCAGCAGTTCCGTAGACTTTTC

TCCCCCCGGAAAAAAGCAAAACCAGGATTATCTATTTCCTATCCAGACCATCACAACAAGCAAGAGCGTCCATTTAGTTATTATGAGTCGTCAAGGCATCTGAAAAG

Spacer 2.5L3S2P21 Terminator

AGTGGGACAGGGTAGCGATAACAGATAGATTGTAATAAGACACAGTAGGTGCTCGTAGTTGCGTGAAGAGAACCGCTCAGGAAATCCAGTCAGAAGTATTGGTAATC

TCACCCTGTCCCATCGCTATTGTCTATCTAACATTATTCTGTGTCATCCACGAGCATCAACGCACTTCTCTTGGCGAGTCCTTTAGGTCAGTCTTCATAACCATTAG

Spacer 2.5

GTTGAAAACTCAGTCGACCAGCCTGCGGTCCGGttgacggctagctcagtcctaggtacagtgctagcTCGCTGGGACGCCCGAGTGACGACTGCGAAGTAACCTCT

CAACTTTTGAGTCAGCTGGTCGGACGCCAGGCCaactgccgatcgagtcaggatccatgtcacgatcgAGCGACCCTGCGGGCTCACTGCTGACGCTTCATTGGAGA

SalI

P(BBa_J23100) Linker_25SuffixPrefixSpa....5



pJ2072.2_CRISPRlator (6900 bp) (from 3532-4815 bp)

ATTTATCAGCCTGCGGTCCGGccaAGTACTTAGTACACACTGATTCGCTGGGACGCCCGGTAGTGCTTATCAGACCCAATACTGTTGAACAGCCTGCGGTCCGGGTT

TAAATAGTCGGACGCCAGGCCggtTCATGAATCATGTGTGACTAAGCGACCCTGCGGGCCATCACGAATAGTCTGGGTTATGACAACTTGTCGGACGCCAGGCCCAA

Linker_17bs-2 Suffix PrefixPrefix

CACTGCCGTATAGGCAGTCTCAAGCTAGACTCTAGTGGTTTcAGAGCTATGCTGGAAACAGCATAGCAAGTTgAAATAAGGCTAGTCCGTTATCAACTTGAAAAAGT

GTGACGGCATATCCGTCAGAGTTCGATCTGAGATCACCAAAgTCTCGATACGACCTTTGTCGTATCGTTCAAcTTTATTCCGATCAGGCAATAGTTGAACTTTTTCA

sgRNA-1Csy4 site

GGCACCGAGTCGGTGCGTTCACTGCCGTATAGGCAGTCGCTGGGACGCCCGGACGTCCTATTACACTCGTCGTTGGAAACTGAAGATCAGCCTGCGGTCCGGGTTCA

CCGTGGCTCAGCCACGCAAGTGACGGCATATCCGTCAGCGACCCTGCGGGCCTGCAGGATAATGTGAGCAGCAACCTTTGACTTCTAGTCGGACGCCAGGCCCAAGT

AatII

Linker_11Csy4 sitesgRNA-1 Suffix Prefix

CTGCCGTATAGGCAGTAATTTTGTTTAACTTTAAGAAGGAGATATACATATGAATCAGTCATTCATCTCGGACATCTTATATGCCGACATCGAATCGAAGGCTAAGG

GACGGCATATCCGTCATTAAAACAAATTGAAATTCTTCCTCTATATGTATACTTAGTCAGTAAGTAGAGCCTGTAGAATATACGGCTGTAGCTTAGCTTCCGATTCC

RepA70RBSCsy4 site

AACTTACAGTCAATTCCAACAATACTGTCCAGCCGGTCGCGCTTATGCGCTTAGGAGTTTTCGTTCCCAAACCTTCCAAGAGCAAAGGAGAAAGTAAGGAAATTGAC

TTGAATGTCAGTTAAGGTTGTTATGACAGGTCGGCCAGCGCGAATACGCGAATCCTCAAAAGCAAGGGTTTGGAAGGTTCTCGTTTCCTCTTTCATTCCTTTAACTG

RepA70

GCCACCAAAGCCTTCTCTCAACTGGAGATTGCTAAAGCAGAGGGCATGAGTAAAGGAGAAGAACTTTTCACTGGAGTTGTCCCAATTCTTGTTGAATTAGATGGTGA

CGGTGGTTTCGGAAGAGAGTTGACCTCTAACGATTTCGTCTCCCGTACTCATTTCCTCTTCTTGAAAAGTGACCTCAACAGGGTTAAGAACAACTTAATCTACCACT

CeruleanRepA70

TGTTAATGGGCACAAATTTTCTGTCAGTGGAGAGGGTGAAGGTGATGCAACATACGGAAAACTTACCCTTAAATTTATTTGCACTACTGGAAAACTACCTGTTCCgT

ACAATTACCCGTGTTTAAAAGACAGTCACCTCTCCCACTTCCACTACGTTGTATGCCTTTTGAATGGGAATTTAAATAAACGTGATGACCTTTTGATGGACAAGGcA

Cerulean

GGCCAACACTTGTCACTACTTTGACTTGGGGTGTTCAATGCTTTGCTAGATACCCAGATCATATGAAACAGCATGACTTTTTCAAGAGTGCCATGCCCGAAGGTTAT

CCGGTTGTGAACAGTGATGAAACTGAACCCCACAAGTTACGAAACGATCTATGGGTCTAGTATACTTTGTCGTACTGAAAAAGTTCTCACGGTACGGGCTTCCAATA

Cerulean

GTACAGGAAAGAACTATATTTTTCAAAGATGACGGGAACTACAAGACACGTGCTGAAGTCAAGTTTGAAGGTGATACCCTTGTTAATAGAATCGAGTTAAAAGGTAT

CATGTCCTTTCTTGATATAAAAAGTTTCTACTGCCCTTGATGTTCTGTGCACGACTTCAGTTCAAACTTCCACTATGGGAACAATTATCTTAGCTCAATTTTCCATA

Cerulean

TGATTTTAAAGAAGATGGAAACATTCTTGGACACAAATTGGAATACAACGCTATTTCAGATAATGTATACATCACTGCAGACAAACAAAAGAATGGAATCAAAGCTA

ACTAAAATTTCTTCTACCTTTGTAAGAACCTGTGTTTAACCTTATGTTGCGATAAAGTCTATTACATATGTAGTGACGTCTGTTTGTTTTCTTACCTTAGTTTCGAT

Cerulean

ATTTCAAAATTAGACACAACATTGAAGATGGAAGCGTTCAACTAGCAGACCATTATCAACAAAATACTCCAATTGGCGATGGCCCTGTCCTTTTACCAGACAACCAT

TAAAGTTTTAATCTGTGTTGTAACTTCTACCTTCGCAAGTTGATCGTCTGGTAATAGTTGTTTTATGAGGTTAACCGCTACCGGGACAGGAAAATGGTCTGTTGGTA

Cerulean

TACCTGTCCACACAATCTaaaCTTTCGAAAGATCCCAACGAAAAGAGAGACCACATGGTCCTTCTTGAGTTTGTAACAGCTGCTGGGATTACACTAGGCATGGATGA

ATGGACAGGTGTGTTAGAtttGAAAGCTTTCTAGGGTTGCTTTTCTCTCTGGTGTACCAGGAAGAACTCAAACATTGTCGACGACCCTAATGTGATCCGTACCTACT

Cerulean



pJ2072.2_CRISPRlator (6900 bp) (from 4816-6099 bp)

ACTATACAAATAATAATCGCTGGGACGCCCGGCGGCCGCggaaacacagAAAAAAGCCCGCACCTGACAGTGCGGGCTTTTTTTTTcgaccaaaggTAGCGAACGAC

TGATATGTTTATTATTAGCGACCCTGCGGGCCGCCGGCGcctttgtgtcTTTTTTCGGGCGTGGACTGTCACGCCCGAAAAAAAAAgctggtttccATCGCTTGCTG

NotI

ECK120033737 TerminatorCerulean Suffix Li...8

GAGTCACTGTTGAGGATAAATACTTTCTCTACTAGGCGCCTGTTACACAGGTCCTCAGCGGCGCGCCTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCG

CTCAGTGACAACTCCTATTTATGAAAGAGATGATCCGCGGACAATGTGTCCAGGAGTCGCCGCGCGGAAACAGCCACTTGCGAGAGGACTCATCCTGTTTAGGCGGC

AscIKasI BbvCI

Linker_8 Spa...15

GGAGCGGATTTGAACGTTGTGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCCATAAACTGCCAGGCATCAAACTAAGCAGAAGGCCATCCTGACGGATGG

CCTCGCCTAAACTTGCAACACTTCGTTGCCGGGCCTCCCACCGCCCGTCCTGCGGGCGGTATTTGACGGTCCGTAGTTTGATTCGTCTTCCGGTAGGACTGCCTACC

CCTTTTTGCGTTTCAGATCTACCGGTaaaccagcaatagacataagcggctatttaacgaccctgccctgaaccgacgacaagctgacgaccgggtctccgcaagtg

GGAAAAACGCAAAGTCTAGATGGCCAtttggtcgttatctgtattcgccgataaattgctgggacgggacttggctgctgttcgactgctggcccagaggcgttcac

gcacttttcggggaaatgtgcgcggaacccctatttgtttatttttctaaatacattcaaatatgtatccgctcatgaattaattcttagaaaaactcatcgagcat

cgtgaaaagcccctttacacgcgccttggggataaacaaataaaaagatttatgtaagtttatacataggcgagtacttaattaagaatctttttgagtagctcgta

KanR

caaatgaaactgcaatttattcatatcaggattatcaataccatatttttgaaaaagccgtttctgtaatgaaggagaaaactcaccgaggcagttccataggatgg

gtttactttgacgttaaataagtatagtcctaatagttatggtataaaaactttttcggcaaagacattacttcctcttttgagtggctccgtcaaggtatcctacc

KanR

caagatcctggtatcggtctgcgattccgactcgtccaacatcaatacaacctattaatttcccctcgtcaaaaataaggttatcaagtgagaaatcaccatgagtg

gttctaggaccatagccagacgctaaggctgagcaggttgtagttatgttggataattaaaggggagcagtttttattccaatagttcactctttagtggtactcac

KanR

acgactgaatccggtgagaatggcaaaagtttatgcatttctttccagacttgttcaacaggccagccattacgctcgtcatcaaaatcactcgcatcaaccaaacc

tgctgacttaggccactcttaccgttttcaaatacgtaaagaaaggtctgaacaagttgtccggtcggtaatgcgagcagtagttttagtgagcgtagttggtttgg

KanR

gttattcattcgtgattgcgcctgagcgagacgaaatacgcggtcgctgttaaaaggacaattacaaacaggaatcgaatgcaaccggcgcaggaacactgccagcg

caataagtaagcactaacgcggactcgctctgctttatgcgccagcgacaattttcctgttaatgtttgtccttagcttacgttggccgcgtccttgtgacggtcgc

KanR

catcaacaatattttcacctgaatcaggatattcttctaatacctggaatgctgttttcccggggatcgcagtggtgagtaaccatgcatcatcaggagtacggata

gtagttgttataaaagtggacttagtcctataagaagattatggaccttacgacaaaagggcccctagcgtcaccactcattggtacgtagtagtcctcatgcctat

KanR

aaatgcttgatggtcggaagaggcataaattccgtcagccagtttagtctgaccatctcatctgtaacatcattggcaacgctacctttgccatgtttcagaaacaa

tttacgaactaccagccttctccgtatttaaggcagtcggtcaaatcagactggtagagtagacattgtagtaaccgttgcgatggaaacggtacaaagtctttgtt

KanR

ctctggcgcatcgggcttcccatacaatcgatagattgtcgcacctgattgcccgacattatcgcgagcccatttatacccatataaatcagcatccatgttggaat

gagaccgcgtagcccgaagggtatgttagctatctaacagcgtggactaacgggctgtaatagcgctcgggtaaatatgggtatatttagtcgtaggtacaacctta

KanR



pJ2072.2_CRISPRlator (6900 bp) (from 6100-6900 bp)

ttaatcgcggcctagagcaagacgtttcccgttgaatatggctcatactcttcctttttcaatattattgaagcatttatcagggttattgtctcatgagcggatac

aattagcgccggatctcgttctgcaaagggcaacttataccgagtatgagaaggaaaaagttataataacttcgtaaatagtcccaataacagagtactcgcctatg

KanR

atatttgaatgtatttagaaaaataaacaaataggcatgctagcgcagaaacgtcctagaagatgccaggaggatacttagcagagagacaataaggccggagcgaa

tataaacttacataaatctttttatttgtttatccgtacgatcgcgtctttgcaggatcttctacggtcctcctatgaatcgtctctctgttattccggcctcgctt

ColA ori

gccgtttttccataggctccgcccccctgacgaacatcacgaaatctgacgctcaaatcagtggtggcgaaacccgacaggactataaagataccaggcgtttcccc

cggcaaaaaggtatccgaggcggggggactgcttgtagtgctttagactgcgagtttagtcaccaccgctttgggctgtcctgatatttctatggtccgcaaagggg

ColA ori

ctgatggctccctcttgcgctctcctgttcccgtcctgcggcgtccgtgttgtggtggaggctttacccaaatcaccacgtcccgttccgtgtagacagttcgctcc

gactaccgagggagaacgcgagaggacaagggcaggacgccgcaggcacaacaccacctccgaaatgggtttagtggtgcagggcaaggcacatctgtcaagcgagg

ColA ori

aagctgggctgtgtgcaagaaccccccgttcagcccgactgctgcgccttatccggtaactatcatcttgagtccaacccggaaagacacgacaaaacgccactggc

ttcgacccgacacacgttcttggggggcaagtcgggctgacgacgcggaataggccattgatagtagaactcaggttgggcctttctgtgctgttttgcggtgaccg

ColA ori

agcagccattggtaactgagaattagtggatttagatatcgagagtcttgaagtggtggcctaacagaggctacactgaaaggacagtatttggtatctgcgctcca

tcgtcggtaaccattgactcttaatcacctaaatctatagctctcagaacttcaccaccggattgtctccgatgtgactttcctgtcataaaccatagacgcgaggt

ColA ori

ctaaagccagttaccaggttaagcagttccccaactgacttaaccttcgatcaaaccgcctccccaggcggttttttcgtttacagagcaggagattacgacgatcg

gatttcggtcaatggtccaattcgtcaaggggttgactgaattggaagctagtttggcggaggggtccgccaaaaaagcaaatgtctcgtcctctaatgctgctagc

ColA ori

taaaaggatctcaagaagatcctttacggattcccgacaccatcactctaga

attttcctagagttcttctaggaaatgcctaagggctgtggtagtgagatct

ColA ori




