Sequence: 1098E=one-locus pgSIT[traB,bTub,Hsp70Bb-Cas9].dna (Circular/ 14,921 bp)
Enzymes: Unique 6+ Cutters (30 of 666 total)

Features: 33 total

Primers: 10 total

Unique Cutters Bold

synthetic circular DNA

350_VG-VV_chiRNA_R (20 .. 30)
M13 fwd
Afel (857)

(12,997) BspQI - SapIl
CAP binding site
lac operator
M13 rev
(12,640) PfIFI - Tth111I
(12,424 .. 12,455) NK=252L-2R
(12,455) SacIl
12,440) 1098A.C6R

(12,409) Stul
(12,397) Hpal
(11,778) BsiWI
(11,726) Pacl

(12,381 ..

(10,928) Fsel

AfIII (1240)

NcolI (2212)
BspDI - ClaI (3406)
BstZ171 (3767)
AarI (4248)
NK253=3F
loxP

NK253=3F (4834 .. 4848)

BamHI (4849)

raB-target

(4781 .. 4817)

erminator

Acc65I (5388)
KpnI (5392)
Swal (5418)
AscI (5427)

Nk253=4R (5408 .. 5432)

1098A.C1F (5937 .. 5996)
U6-3 3' Sequence from V185
Xbal (6195)

(10,062) SphI

(8565) Pasl

3xFLAG

1098E=o0one-locus pgSIT[traB,bTub,Hsp70Bb-Cas9]
14,921 bp

(7046) BgIII

1098A.C4R

350_VG-VV_chiRNA_R
1098A.C3F (6250 .. 6309)

SbfI (6251)
PaeR7I - XholI (6269)

1098A.C2R (6240 .. 6299)
1098A.C5F (6652 .. 6711)
Pmel (6671)
(6629 .. 6688)

(6177 .. 6200)
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