
RBS (T7)
SpeI digest relic nt

iATPSnFR

ColE1 origin

Reverse Sequencing Primer Binding Site (VR)
PstI digest relic nt

Insert Goes between these two nt, include RBS and T
rrnB_terminator

AmpR

pGNB033 - BB118_mRuby3+iATPSnFR1_idtCodonOptimized(Predicted)

4220 bp

Forward Sequencing Primer Site (VF2)
XBA1 site, 3' end of promoter insert site
BBa_J23100 Strong Constituative Promoter
Insert Goes between these two nt, include RBS and T


