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BsaHI ZraI AatIIBglIAseI

5ʹ

3ʹ

135

CMV enhancer

TAGTTATTAATAGTAATCAATTACGGGGTCATTAGTTCATAGCCCATATATGGAGTTCCGCGTTACATAACTTACGGTAAATGGCCCGCCTGGCTGACCGCCCAACGACCCCCGCCCATTGACGTCAATAATGAC

ATCAATAATTATCATTAGTTAATGCCCCAGTAATCAAGTATCGGGTATATACCTCAAGGCGCAATGTATTGAATGCCATTTACCGGGCGGACCGACTGGCGGGTTGCTGGGGGCGGGTAACTGCAGTTATTACTG

BsaHI ZraI AatIINdeITatIBglITaqII BsaHI ZraI AatII

270

CMV enhancer

GTATGTTCCCATAGTAACGCCAATAGGGACTTTCCATTGACGTCAATGGGTGGAGTATTTACGGTAAACTGCCCACTTGGCAGTACATCAAGTGTATCATATGCCAAGTACGCCCCCTATTGACGTCAATGACGG

CATACAAGGGTATCATTGCGGTTATCCCTGAAAGGTAACTGCAGTTACCCACCTCATAAATGCCATTTGACGGGTGAACCGTCATGTAGTTCACATAGTATACGGTTCATGCGGGGGATAACTGCAGTTACTGCC

CspCI TatINcoI
StyI
BtgI

MslITatI

BtgZI

SnaBI
BsaAI

TatIBmrIBglI

405

CMV enhancer CMV promoter

TAAATGGCCCGCCTGGCATTATGCCCAGTACATGACCTTATGGGACTTTCCTACTTGGCAGTACATCTACGTATTAGTCATCGCTATTACCATGGTGATGCGGTTTTGGCAGTACATCAATGGGCGTGGATAGCG

ATTTACCGGGCGGACCGTAATACGGGTCATGTACTGGAATACCCTGAAAGGATGAACCGTCATGTAGATGCATAATCAGTAGCGATAATGGTACCACTACGCCAAAACCGTCATGTAGTTACCCGCACCTATCGC

EciIBanIBsaHI ZraI AatIICspCI

540

CMV promoter

GTTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTTGTTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGT

CAAACTGAGTGCCCCTAAAGGTTCAGAGGTGGGGTAACTGCAGTTACCCTCAAACAAAACCGTGGTTTTAGTTGCCCTGAAAGGTTTTACAGCATTGTTGAGGCGGGGTAACTGCGTTTACCCGCCATCCGCACA

CspCIEcoRI
ApoI

CspCI AlwNI
BstAPI

NcoI
StyI
BtgI

BanIBstYI NheI

BmtI

AfeI HaeII

BsrFI
BsaWI
AgeI

675

CMV promoter
Talin-1

Tal1_N-term_AgeI_FOR

                                    M V A L S L K I S

ACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGTATTAGGCACCCCAGGCTTTACACGAATTCGCAGAAGCTGCCACCATGGTTGCGCTTTCGCTGAAGATTAG

TGCCACCCTCCAGATATATTCGTCTCGACCAAATCACTTGGCAGTCTAGGCGATCGCGATGGCCATAATCCGTGGGGTCCGAAATGTGCTTAAGCGTCTTCGACGGTGGTACCAACGCGAAAGCGACTTCTAATC

Bsp1286I
BanII

EcoO109I*BsrBI BamHI
BstYI

BsaHINcoI
StyI
BtgI

BbsIEco57MI
AcuI

810

Talin-1

I G N V V K T M Q F E P S T M V Y D A C R M I R E R I P E A L A G P P N D F G L F L S D D

CATTGGGAATGTGGTGAAGACGATGCAATTTGAGCCATCTACCATGGTGTACGACGCCTGCCGCATGATTCGTGAGCGGATCCCAGAGGCCCTGGCTGGCCCTCCCAACGACTTTGGGCTCTTTCTGTCAGATGA

GTAACCCTTACACCACTTCTGCTACGTTAAACTCGGTAGATGGTACCACATGCTGCGGACGGCGTACTAAGCACTCGCCTAGGGTCTCCGGGACCGACCGGGAGGGTTGCTGAAACCCGAGAAAGACAGTCTACT

BstYI BspEI*
BsaWI BdaI Eco57MI

AcuI
BsaITatINcoI

StyI
BtgI

NspIBseYI

PspFI

HindIIITsoI

945

Talin-1

D P K K G I W L E A G K A L D Y Y M L R N G D T M E Y R K K Q R P L K I R M L D G T V K T

TGACCCCAAAAAAGGCATCTGGCTAGAGGCTGGGAAAGCTTTGGACTACTACATGCTCCGAAATGGGGACACCATGGAGTACAGAAAAAAGCAGAGACCCCTGAAGATCCGGATGTTAGACGGAACGGTGAAGAC

ACTGGGGTTTTTTCCGTAGACCGATCTCCGACCCTTTCGAAACCTGATGATGTACGAGGCTTTACCCCTGTGGTACCTCATGTCTTTTTTCGTCTCTGGGGACTTCTAGGCCTACAATCTGCCTTGCCACTTCTG

EcoO109I
PpuMI
KflI

Bme1580I
Bsp1286I
BaeGI

MslI

NspI MslI

BspHIBdaIBbsI

1080

Talin-1

I M V D D S K T V T D M L M T I C A R I G I T N H D E Y S L V R E L M E E K K D E G T G T

TATCATGGTGGATGACTCCAAGACCGTCACAGACATGCTCATGACCATTTGTGCCCGAATTGGTATCACCAACCATGATGAGTATTCACTGGTTCGAGAGCTGATGGAAGAAAAGAAAGATGAGGGGACAGGGAC

ATAGTACCACCTACTGAGGTTCTGGCAGTGTCTGTACGAGTACTGGTAAACACGGGCTTAACCATAGTGGTTGGTACTACTCATAAGTGACCAAGCTCTCGACTACCTTCTTTTCTTTCTACTCCCCTGTCCCTG
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BsmBIEcoP15I
EciI

BspQI
SapI
EarI

NcoI
StyI
BtgI

BstAPI

1215

Talin-1

L R K D K T L L R D E K K M E K L K Q K L H T D D E L N W L D H G R T L R E Q G V E E H E

CCTGAGAAAAGACAAGACCCTACTGCGAGATGAAAAGAAGATGGAGAAGCTAAAGCAGAAGTTGCACACAGACGATGAGTTGAACTGGCTGGACCATGGGCGGACACTGAGGGAACAGGGAGTGGAAGAGCATGA

GGACTCTTTTCTGTTCTGGGATGACGCTCTACTTTTCTTCTACCTCTTCGATTTCGTCTTCAACGTGTGTCTGCTACTCAACTTGACCGACCTGGTACCCGCCTGTGACTCCCTTGTCCCTCACCTTCTCGTACT

Hin4IBsgIHin4I BssSαIPflMI BsaI

BsoBI
AvaI BmeT110I

BsrGI
TatI

MspA1I
PvuII

1350

Talin-1

T L L L R R K F F Y S D Q N V D S R D P V Q L N L L Y V Q A R D D I L N G S H P V S F D K

GACGTTGCTGCTGCGGAGAAAGTTCTTCTACTCAGACCAGAATGTGGATTCCCGAGACCCTGTACAGCTGAACCTTCTCTATGTGCAGGCACGAGATGACATCCTGAATGGCTCCCATCCTGTCTCCTTTGACAA

CTGCAACGACGACGCCTCTTTCAAGAAGATGAGTCTGGTCTTACACCTAAGGGCTCTGGGACATGTCGACTTGGAAGAGATACACGTCCGTGCTCTACTGTAGGACTTACCGAGGGTAGGACAGAGGAAACTGTT

BstYI
BglII

Eco57MI
AcuI

FalI XmnI EcoNI StyIFalIBstYI XcmIStuI ApoI

1485

Talin-1

A C E F A G F Q C Q I Q F G P H N E Q K H K A G F L D L K D F L P K E Y V K Q K G E R K I

GGCCTGTGAATTTGCAGGCTTCCAGTGCCAGATCCAGTTTGGACCTCACAATGAACAGAAGCACAAGGCTGGCTTCCTTGACCTGAAGGACTTCCTGCCCAAGGAGTATGTGAAGCAGAAGGGAGAGCGTAAGAT

CCGGACACTTAAACGTCCGAAGGTCACGGTCTAGGTCAAACCTGGAGTGTTACTTGTCTTCGTGTTCCGACCGAAGGAACTGGACTTCCTGAAGGACGGGTTCCTCATACACTTCGTCTTCCCTCTCGCATTCTA

EcoNI
BsaXI

BsaXI
SmlI

BsaAI BpuEIStyICspCICspCI

1620

Talin-1

F Q A H K N C G Q M S E I E A K V R Y V K L A R S L K T Y G V S F F L V K E K M K G K N K

CTTTCAGGCACACAAGAATTGTGGGCAGATGAGTGAAATTGAGGCCAAGGTACGCTACGTGAAGCTGGCCCGTTCCCTCAAGACTTACGGTGTCTCCTTCTTCCTAGTCAAGGAAAAGATGAAGGGGAAGAATAA

GAAAGTCCGTGTGTTCTTAACACCCGTCTACTCACTTTAACTCCGGTTCCATGCGATGCACTTCGACCGGGCAAGGGAGTTCTGAATGCCACAGAGGAAGAAGGATCAGTTCCTTTTCTACTTCCCCTTCTTATT

BseYI

PspFI

BplIStyI BbsIBanI Bme1580I
Bsp1286I
BaeGI

BstXI

1755

Talin-1

L V P R L L G I T K E C V M R V D E K T K E V I Q E W S L T N I K R W A A S P K S F T L D

ACTGGTGCCCAGGCTGTTGGGCATCACTAAGGAGTGTGTGATGCGTGTGGATGAGAAGACCAAGGAGGTGATTCAGGAATGGAGCCTCACCAACATCAAACGCTGGGCTGCCTCTCCCAAGAGCTTTACTCTGGA

TGACCACGGGTCCGACAACCCGTAGTGATTCCTCACACACTACGCACACCTACTCTTCTGGTTCCTCCACTAAGTCCTTACCTCGGAGTGGTTGTAGTTTGCGACCCGACGGAGAGGGTTCTCGAAATGAGACCT

Hin4I MmeI
EarI

SmlI
AflII

EcoRVTsoI BsrDITatITsoI
BplI

1890

Talin-1

F G D Y Q D G Y Y S V Q T T E G E Q I A Q L I A G Y I D I I L K K K K S K D H F G L E G D

CTTTGGAGACTATCAGGATGGCTACTACTCAGTACAGACGACAGAAGGCGAGCAGATCGCACAGCTCATTGCTGGCTACATAGATATCATCCTTAAGAAGAAAAAAAGCAAGGACCATTTTGGGCTGGAGGGAGA

GAAACCTCTGATAGTCCTACCGATGATGAGTCATGTCTGCTGTCTTCCGCTCGTCTAGCGTGTCGAGTAACGACCGATGTATCTATAGTAGGAATTCTTCTTTTTTTCGTTCCTGGTAAAACCCGACCTCCCTCT

BplIBplI EcoP15I

EcoP15I

Bsp1286I
BsiHKAI

TatIAccI

Eco57MI
BpmI Hin4I

Hin4I AhdI Eco57MI
AcuI HincII

Hin4I

2025

Talin-1

E E S T M L E D S V S P K K S T V L Q Q Q Y N R V G K V E H G S V A L P A I M R S G A S G

TGAAGAGTCTACTATGTTGGAGGACTCAGTGTCtCCCAAAAAGTCAACAGTCCTTCAGCAGCAGTACAACCGAGTGGGGAAAGTGGAGCACGGCTCTGTGGCTCTGCCAGCCATCATGCGCTCTGGAGCCTCTGG

ACTTCTCAGATGATACAACCTCCTGAGTCACAGaGGGTTTTTCAGTTGTCAGGAAGTCGTCGTCATGTTGGCTCACCCCTTTCACCTCGTGCCGAGACACCGAGACGGTCGGTAGTACGCGAGACCTCGGAGACC
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EcoP15I SphI
NspI

BseYI

PspFI

BglI

HaeII

Eco57MI
BpmI

EaeI

MscI

EcoP15I

EcoP15I Eco57MI
AcuI

NspISphI
NspI

BseYI BspMI
BfuAI
PspFI
AarI

ApoI Eco57MI
BpmI

2160

Talin-1

P E N F Q V G S M P P A Q Q Q I T S G Q M H R G H M P P L T S A Q Q A L T G T I N S S M Q

TCCTGAGAATTTCCAGGTGGGGAGCATGCCACCTGCCCAGCAGCAGATCACCAGTGGCCAGATGCACCGAGGACACATGCCACCTCTGACTTCAGCCCAGCAGGCGCTCACTGGAACCATTAACTCCAGCATGCA

AGGACTCTTAAAGGTCCACCCCTCGTACGGTGGACGGGTCGTCGTCTAGTGGTCACCGGTCTACGTGGCTCCTGTGTACGGTGGAGACTGAAGTCGGGTCGTCCGCGAGTGACCTTGGTAATTGAGGTCGTACGT

BstYIBplIHin4IHindIII PflMIHin4I EaeI* MscI*BsgIBstAPI

2295

Talin-1

A V Q A A Q A T L D D F E T L P P L G Q D A A S K A W R K N K M D E S K H E I H S Q V D A

GGCTGTGCAGGCTGCCCAGGCCACTCTGGATGACTTTGAGACTCTACCCCCTCTTGGCCAGGATGCTGCCTCCAAAGCTTGGCGTAAGAACAAGATGGATGAATCAAAGCATGAGATCCACTCCCAGGTAGATGC

CCGACACGTCCGACGGGTCCGGTGAGACCTACTGAAACTCTGAGATGGGGGAGAACCGGTCCTACGACGGAGGTTTCGAACCGCATTCTTGTTCTACCTACTTAGTTTCGTACTCTAGGTGAGGGTCCATCTACG

DrdI

EcoP15I

BtgI MmeIEcoP15I

BsgI

EarIBtsαIEcoP15IBstYI SfcI PstIBplI MspA1I
PvuII

BtsαI

2430

Talin-1

I T A G T A S V V N L T A G D P A E T D Y T A V G C A V T T I S S N L T E M S R G V K L L

CATCACAGCTGGCACTGCCTCTGTGGTAAACCTGACAGCAGGAGATCCTGCAGAGACAGACTATACAGCAGTGGGCTGTGCAGTCACCACCATCTCTTCCAACCTGACGGAGATGTCCCGTGGGGTGAAGCTATT

GTAGTGTCGACCGTGACGGAGACACCATTTGGACTGTCGTCCTCTAGGACGTCTCTGTCTGATATGTCGTCACCCGACACGTCAGTGGTGGTAGAGAAGGTTGGACTGCCTCTACAGGGCACCCCACTTCGATAA

AlwNI

EcoNI
SfcI

BdaI
PstI

XmnI BlpI

Bsp1286I
BsiHKAI

BtsαI

EcoP15I

BdaI

AfeI

HaeII
BlpI

AlwNIMmeI EcoO109IEaeI

Eco57MI
BpmI

NgoMIV
BsrFI

BsrDI

NaeI FseIEcoNI

2565

Talin-1

A A L L E D E G G N G R P L L Q A A K G L A G A V S E L L R S A Q P A S A E P R Q N L L Q

GGCTGCCCTGCTGGAGGATGAAGGCGGCAATGGCCGGCCCCTTCTGCAAGCAGCAAAGGGCCTTGCAGGGGCTGTGTCGGAACTGCTTCGCAGTGCTCAGCCCGCCAGCGCTGAGCCtCGTCAGAACCTGCTGCA

CCGACGGGACGACCTCCTACTTCCGCCGTTACCGGCCGGGGAAGACGTTCGTCGTTTCCCGGAACGTCCCCGACACAGCCTTGACGAAGCGTCACGAGTCGGGCGGTCGCGACTCGGaGCAGTCTTGGACGACGT

SmlIBtsαI BstAPI

SfcI BpuEI

PstI CspCICspCI NheI BmtIPfoI*BstXIBspMI
BfuAI

2700

Talin-1

A A G N V G Q A S G E L L Q Q I G E S D T D P H F Q D V L M Q L A N A V A S A A A A L V L

GGCAGCCGGGAACGTGGGCCAGGCCAGTGGGGAGCTGTTGCAGCAAATTGGGGAAAGTGACACTGACCCCCACTTCCAGGATGTTCTAATGCAGCTAGCAAAcGCAGTGGCAAGTGCTGCAGCCGCCCTGGTCCT

CCGTCGGCCCTTGCACCCGGTCCGGTCACCCCTCGACAACGTCGTTTAACCCCTTTCACTGTGACTGGGGGTGAAGGTCCTACAAGATTACGTCGATCGTTTgCGTCACCGTTCACGACGTCGGCGGGACCAGGA

StyIBsrDI

Bsp1286I
BsiHKAI

BseYI

XcmI MspA1I
PspFI
PvuII

PflMISfcI PstIBstXI

BseYI
PspFI

Eco57MI
AcuI

2835

Talin-1

K A K S V A Q R T E D S G L Q T Q V I A A A T Q C A L S T S Q L V A C T K V V A P T I S S

CAAGGCCAAGAGTGTGGCCCAGCGCACAGAGGATTCCGGGCTTCAGACCCAAGTGATTGCTGCAGCTACGCAATGTGCTCTGTCCACTTCCCAGCTGGTGGCCTGTACCAAGGTGGTAGCACCTACAATCAGCTC

GTTCCGGTTCTCACACCGGGTCGCGTGTCTCCTAAGGCCCGAAGTCTGGGTTCACTAACGACGTCGATGCGTTACACGAGACAGGTGAAGGGTCGACCACCGGACATGGTTCCACCATCGTGGATGTTAGTCGAG

BtgIMspA1I
PvuII

SfcIBstXIBseYI PspFI EaeI MscIMslI
AleI

2970

Talin-1

P V C Q E Q L V E A G R L V A K A V E G C V S A S Q A A T E D G Q L L R G V G A A A T A V

ACCTGTGTGCCAAGAACAGCTAGTCGAGGCTGGGCGACTGGTGGCCAAAGCTGTGGAGGGCTGTGTGTCTGCCTCGCAAGCAGCTACAGAAGATGGACAGCTGCTTCGAGGGGTAGGAGCAGCAGCCACGGCTGT

TGGACACACGGTTCTTGTCGATCAGCTCCGACCCGCTGACCACCGGTTTCGACACCTCCCGACACACAGACGGAGCGTTCGTCGATGTCTTCTACCTGTCGACGAAGCTCCCCATCCTCGTCGTCGGTGCCGACA
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BseYI

StyI
BtgI

AcuI

BsaWI BseYI

PspFI BsrFI

BsiEI

EcoO109I

TaqII PstI BsaAI

3105

Tal1_aa795_AgeI_FOR

3240

Tal1_For5

3375

3510

Tal1_aa911_STOP_BamHI_REV

Tal_aa913_SalI_REV
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SfcI PstIBsrDIBlpI Bsp1286I
BsiHKAI

BsgI BlpIBtgI BsgI

3645

Talin-1

GAGCTGTAAGGCCGTGGCAGAGCAGATTCCGTTGCTGGTGCAGGGTGTCCGAGGAAGTCAAGCTCAGCCTGACAGCCCTAGTGCTCAGCTCGCCCTCATTGCTGCCAGCCAGAGCTTCCTGCAGCCAGGTGGGAA

CTCGACATTCCGGCACCGTCTCGTCTAAGGCAACGACCACGTCCCACAGGCTCCTTCAGTTCGAGTCGGACTGTCGGGATCACGAGTCGAGCGGGAGTAACGACGGTCGGTCTCGAAGGACGTCGGTCCACCCTT

3780

3915

BstYI
BglII

4050

4185

4320
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BstXI BseRI
BsoBI
AvaI

BmeT110I

Bsu36I

EcoO109I*
PpuMI*

AlwNI*

BsoBI
AvaI

BmeT110ISfcI

PstI MspA1I
BseYI
PvuII

PspFI

4455

Talin-1

S D L L P P S T G T F Q E A Q S R L N E A A A G L N Q A A T E L V Q A S R G T P Q D L A R

GAGTGACTtGCTTCCTCCAAGCACGGGGACATTTCAAGAAGCACAGAGCCGATTGAATGAAGCTGCAGCTGGGTTAAATCAGGCCGCCACAGAACTGGTGCAAGCCTCCCGAGGAACTCCTCAGGACCTGGCTCG

CTCACTGAaCGAAGGAGGTTCGTGCCCCTGTAAAGTTCTTCGTGTCTCGGCTAACTTACTTCGACGTCGACCCAATTTAGTCCGGCGGTGTCTTGACCACGTTCGGAGGGCTCCTTGAGGAGTCCTGGACCGAGC

BbsI

MslI

MmeI Eco57MI
AcuI

Bsp1286I
BanII

TaqIIEaeI BglI
SfiI

EcoO109I
BsoBI
AvaI

BmeT110IPfoI*EaeI
EagI

Eco57MI
BsiEI
AcuI

4590

Talin-1

A S G R F G Q D F S T F L E A G V E M A G Q A P S Q E D R A Q V V S N L K G I S M S S S K

GGCCTCCGGCCGATTTGGACAGGACTTCAGCACCTTCCTGGAAGCTGGTGTGGAGATGGCCGGACAGGCCCCGAGCCAGGAGGACCGAGCCCAGGTGGTGTCCAACCTGAAGGGCATATCCATGTCTTCAAGCAA

CCGGAGGCCGGCTAAACCTGTCCTGAAGTCGTGGAAGGACCTTCGACCACACCTCTACCGGCCTGTCCGGGGCTCGGTCCTCCTGGCTCGGGTCCACCACAGGTTGGACTTCCCGTATAGGTACAGAAGTTCGTT

MslI DraIII

ApaLI

Bme1580I
Bsp1286I

BsiHKAI
BaeGI

BseYI PspFI

BanI

XcmI

EaeI*

TaqII

MscI*BtsαITspMI
BsoBI
XmaI
AvaI BmeT110I

SmaI
SrfI

MspA1I
PvuII

SmlIAlwNI
BpuEI

Bpu10I

BglI

StuI

4725

Talin-1

L L L A A K A L S T D P A S P N L K S Q L A A A A R A V T D S I N Q L I T M C T Q Q A P G

ACTTCTCCTTGCCGCTAAGGCCTTGTCCACAGACCCTGCTTCTCCCAACCTCAAGAGTCAGCTGGCTGCGGCTGCCCGGGCAGTGACGGACAGCATCAACCAGCTCATCACCATGTGCACCCAGCAGGCACCTGG

TGAAGAGGAACGGCGATTCCGGAACAGGTGTCTGGGACGAAGAGGGTTGGAGTTCTCAGTCGACCGACGCCGACGGGCCCGTCACTGCCTGTCGTAGTTGGTCGAGTAGTGGTACACGTGGGTCGTCCGTGGACC

StyI

EcoO109I
PpuMI

AvrII
StyI

EcoNITth111I
PflFI

Eco57MI*
BpmI

AflIII
PciI

NspIPfoI*EcoP15I

4860

Talin-1

Q K E C D N A L R Q L E T V R E L L E N P V Q P I N D M S Y F G C L D S V M E N S K V L G

CCAGAAGGAGTGTGACAATGCACTTCGGCAGCTAGAGACAGTCCGAGAACTCCTGGAGAATCCAGTCCAGCCCATCAACGACATGTCCTACTTCGGTTGCTTGGACAGTGTCATGGAGAACTCCAAGGTCCTAGG

GGTCTTCCTCACACTGTTACGTGAAGCCGTCGATCTCTGTCAGGCTCTTGAGGACCTCTTAGGTCAGGTCGGGTAGTTGCTGTACAGGATGAAGCCAACGAACCTGTCACAGTACCTCTTGAGGTTCCAGGATCC

BglIStyI BglIBsrDI

4995

Talin-1

E A M T G I S Q N A K N G N L P E F G D A I A T A S K A L C G F T E A A A Q A A Y L V G V

TGAGGCCATGACTGGCATCTCCCAAAATGCCAAGAATGGAAATCTGCCGGAGTTTGGAGATGCCATTGCCACAGCCTCCAAGGCTCTCTGTGGCTTCACGGAGGCAGCCGCACAGGCAGCATATCTAGTTGGTGT

ACTCCGGTACTGACCGTAGAGGGTTTTACGGTTCTTACCTTTAGACGGCCTCAAACCTCTACGGTAACGGTGTCGGAGGTTCCGAGAGACACCGAAGTGCCTCCGTCGGCGTGTCCGTCGTATAGATCAACCACA

SfcIHin4IAlwNICspCI Hin4ICspCI

5130

Talin-1

S D P N S Q A G Q Q G L V E P T Q F A R A N Q A I Q M A C Q S L G E P G C T Q A Q V L S A

CTCTGACCCCAACAGCCAAGCTGGACAGCAAGGACTGGTGGAACCCACACAGTTTGCCCGTGCAAACCAGGCAATTCAGATGGCCTGTCAGAGTCTGGGGGAGCCTGGCTGTACCCAGGCCCAGGTGTTATCTGC

GAGACTGGGGTTGTCGGTTCGACCTGTCGTTCCTGACCACCTTGGGTGTGTCAAACGGGCACGTTTGGTCCGTTAAGTCTACCGGACAGTCTCAGACCCCCTCGGACCGACATGGGTCCGGGTCCACAATAGACG

StyI BstXI

EaeI MscI

TatIBtsαI Hin4I HaeII BsrGI
TatI

Hin4IMspA1I
PvuII

TsoIPstI

5265

Talin-1

A T I V A K H T S A L C N S C R L A S A R T A N P T A K R Q F V Q S A K E V A N S T A N L

AGCCACTATTGTAGCCAAACACACATCTGCATTGTGTAACAGCTGTCGCCTGGCTTCCGCTAGGACTGCCAATCCCACTGCCAAGCGCCAGTTTGTACAGTCAGCCAAGGAGGTGGCCAACAGTACAGCCAATCT

TCGGTGATAACATCGGTTTGTGTGTAGACGTAACACATTGTCGACAGCGGACCGAAGGCGATCCTGACGGTTAGGGTGACGGTTCGCGGTCAAACATGTCAGTCGGTTCCTCCACCGGTTGTCATGTCGGTTAGA
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Eco57MI
BpmI

AjuINmeAIIIBmrI

EcoP15I

Bme1580I
Bsp1286I
BaeGI

EarI

5400

Talin-1

V K T I K A L D G D F T E E N R A Q C R A A T A P L L E A V D N L S A F A S N P E F S S V

TGTCAAGACCATCAAGGCACTAGATGGGGACTTCACAGAAGAGAACCGTGCCCAGTGCCGAGCAGCCACAGCCCCTCTGCTGGAAGCTGTGGATAACCTGAGTGCCTTTGCCTCCAACCCTGAGTTCTCCAGCGT

ACAGTTCTGGTAGTTCCGTGATCTACCCCTGAAGTGTCTTCTCTTGGCACGGGTCACGGCTCGTCGGTGTCGGGGAGACGACCTTCGACACCTATTGGACTCACGGAAACGGAGGTTGGGACTCAAGAGGTCGCA

BsaI

BsoBI
AvaI

BmeT110IHin4I Bsp1286I
BanII

Eco57MI
BsoBI
BpmI
AvaI

BmeT110I

Hin4INcoI
StyI
BtgI Bsp1286I

BanII

MmeIBsu36I BglIMmeI AjuI

5535

Talin-1

P A Q I S P E G R A A M E P I V I S A K T M L E S A G G L I Q T A R A L A V N P R D P P R

CCCTGCCCAGATCAGCCCTGAGGGCAGAGCAGCCATGGAGCCCATTGTAATCTCTGCTAAGACAATGTTGGAGAGTGCTGGAGGGCTCATCCAGACAGCTCGGGCGTTAGCAGTCAATCCCCGAGACCCCCCACG

GGGACGGGTCTAGTCGGGACTCCCGTCTCGTCGGTACCTCGGGTAACATTAGAGACGATTCTGTTACAACCTCTCACGACCTCCCGAGTAGGTCTGTCGAGCCCGCAATCGTCAGTTAGGGGCTCTGGGGGGTGC

EcoO109I
PpuMI

MspA1I
PvuII

BsrDI Eco57MI
BpmI
BglI

MspA1I
PvuII

PasI

NheI

BmtI EaeI

MscI

5670

Talin-1

Tal1_aa1653_AgeI_FOR

W S V L A G H S R T V S D S I K K L I T S M R D K A P G Q L E C E T A I A A L N S C L R D

TTGGTCTGTGCTAGCTGGCCACTCTCGGACTGTCTCAGATTCCATCAAGAAACTTATTACAAGCATGAGGGACAAAGCCCCAGGGCAGCTGGAGTGTGAGACAGCCATTGCGGCTCTGAACAGCTGCTTGCGGGA

AACCAGACACGATCGACCGGTGAGAGCCTGACAGAGTCTAAGGTAGTTCTTTGAATAATGTTCGTACTCCCTGTTTCGGGGTCCCGTCGACCTCACACTCTGTCGGTAACGCCGAGACTTGTCGACGAACGCCCT

MspA1I

EaeI

MscI

AfeI HaeIIMslI BtsαI

SfcI TaqII
MslI
AleI

PstI

BtsαI

ApoISmlI EcoP15IBpuEIMspA1IEcoNI

5805

Talin-1

L D Q A S L A A V S Q Q L A P R E G I S Q E A L H T Q M L T A V Q E I S H L I E P L A S A

CCTAGATCAGGCTTCGCTTGCCGCTGTCAGCCAGCAGCTTGCTCCCCGTGAAGGAATCTCTCAAGAGGCTTTGCACACCCAGATGCTCACTGCAGTGCAAGAAATTTCTCATCTCATTGAGCCGCTGGCCAGCGC

GGATCTAGTCCGAAGCGAACGGCGACAGTCGGTCGTCGAACGAGGGGCACTTCCTTAGAGAGTTCTCCGAAACGTGTGGGTCTACGAGTGACGTCACGTTCTTTAAAGAGTAGAGTAACTCGGCGACCGGTCGCG

Bpu10ITaqII

SfcI

PstI

BstAPI

BtsαIBsoBI
AvaI

BmeT110I

BseYI
TstI TstI

MspA1I
PspFI
BseYI
PvuII

PspFI

Eco57MI
AcuI

DraIII BmrI

TstI

TatI

TstI

ScaI

5940

Talin-1

A R A E A S Q L G H K V S Q M A Q Y F E P L T L A A V G A A S K T L S H P Q Q M A L L D Q

TGCTCGGGCTGAAGCCTCCCAGCTGGGACACAAGGTGTCCCAAATGGCCCAGTACTTTGAACCACTCACCCTGGCTGCAGTGGGTGCTGCGTCTAAGACCCTGAGCCACCCgCAGCAGATGGCACTTCTGGACCA

ACGAGCCCGACTTCGGAGGGTCGACCCTGTGTTCCACAGGGTTTACCGGGTCATGAAACTTGGTGAGTGGGACCGACGTCACCCACGACGCAGATTCTGGGACTCGGTGGGcGTCGTCTACCGTGAAGACCTGGT

BsgIBseRI Eco57MI*
BpmI

TaqII
EcoNI

BstEIIBglIStyIAlwNI
BstAPI

EcoP15I
AclI

6075

Talin-1

T K T L A E S A L Q L L Y T A K E A G G N P K Q A A H T Q E A L E E A V Q M M T E A V E D

GACTAAAACGTTGGCAGAGTCTGCCTTGCAGTTGCTATATACTGCCAAGGAGGCTGGTGGTAACCCCAAGCAAGCAGCACACACCCAGGAAGCCCTGGAGGAGGCTGTGCAGATGATGACAGAGGCCGTAGAAGA

CTGATTTTGCAACCGTCTCAGACGGAACGTCAACGATATATGACGGTTCCTCCGACCACCATTGGGGTTCGTTCGTCGTGTGTGGGTCCTTCGGGACCTCCTCCGACACGTCTACTACTGTCTCCGGCATCTTCT
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TaqII EcoO109I
PpuMI

BstEIIBstAPI

SfcI

PstIBbsI

6210

Talin-1

L T T T L N E A A S A A G V V G G M V D S I T Q A I N Q L D E G P M G D P E G S F V D Y Q

CCTGACGACGACCCTCAACGAAGCAGCCAGTGCTGCAGGAGTCGTTGGCGGCATGGTGGACTCTATCACTCAGGCCATCAACCAGCTAGATGAAGGACCTATGGGTGACCCAGAAGGCTCATTCGTAGATTACCA

GGACTGCTGCTGGGAGTTGCTTCGTCGGTCACGACGTCCTCAGCAACCGCCGTACCACCTGAGATAGTGAGTCCGGTAGTTGGTCGATCTACTTCCTGGATACCCACTGGGTCTTCCGAGTAAGCATCTAATGGT

EaeITsoI BspQI
SapI
EarI

EcoO109I Eco57MI
AcuI

MspA1I
PvuII

BstEIIBsrDIStyINcoI
StyI
BtgI

6345

Talin-1

T T M V R T A K A I A V T V Q E M V T K S N T S P E E L G P L A N Q L T S D Y G R L A S Q

GACAACCATGGTGAGGACAGCCAAGGCCATTGCTGTCACTGTTCAGGAGATGGTAACCAAGTCAAACACCAGCCCTGAAGAGCTAGGCCCTCTTGCCAACCAGCTGACCAGTGACTATGGCCGACTGGCCTCACA

CTGTTGGTACCACTCCTGTCGGTTCCGGTAACGACAGTGACAAGTCCTCTACCATTGGTTCAGTTTGTGGTCGGGACTTCTCGATCCGGGAGAACGGTTGGTCGACTGGTCACTGATACCGGCTGACCGGAGTGT

BmrI BtsαIBanIBstEII

BspMI
BfuAI
AarI

StyIHin4I

TatI

AlwNI
BseYI

PspFI

NcoI
StyI
BtgI

HaeIIEarI Hin4ISfcI

PstI

MspA1I
PvuII

6480

Talin-1

A K P A A V A A E N E E I G A H I K H R V Q E L G H G C S A L V T K A G A L Q C S P S D V

AGCCAAGCCTGCAGCTGTGGCTGCTGAAAATGAAGAGATAGGCGCTCACATCAAACACCGAGTACAGGAGCTGGGCCATGGCTGCTCTGCTCTGGTCACCAAGGCAGGTGCCTTGCAGTGTAGCCCCAGTGATGT

TCGGTTCGGACGTCGACACCGACGACTTTTACTTCTCTATCCGCGAGTGTAGTTTGTGGCTCATGTCCTCGACCCGGTACCGACGAGACGAGACCAGTGGTTCCGTCCACGGAACGTCACATCGGGGTCACTACA

BsrDIBstAPIBsgI

BsaI Eco57MI*
BpmI

PflMI BplI

BseYI

PspFI

Acc65I
BanI

KpnI StuI*Eco53kI Bsp1286I
BsiHKAI
BanII
SacI

Bme1580I
Bsp1286I
BaeGI

BplIAccI

6615

Talin-1

Y T K K E L I E C A R R V S E K V S H V L A A L Q A G N R G T Q A C I T A A S A V S G I I

CTACACCAAGAAGGAGCTCATAGAGTGTGCCCGCAGAGTGTCAGAGAAGGTCTCCCATGTTCTGGCTGCACTCCAGGCTGGGAATCGTGGTACCCAGGCCTGCATTACAGCAGCCAGTGCTGTGTCTGGTATCAT

GATGTGGTTCTTCCTCGAGTATCTCACACGGGCGTCTCACAGTCTCTTCCAGAGGGTACAAGACCGACGTGAGGTCCGACCCTTAGCACCATGGGTCCGGACGTAATGTCGTCGGTCACGACACAGACCATAGTA

StyI DrdI

EcoO109I
PpuMI

MslIEcoP15I EcoP15I

6750

Talin-1

A D L D T T I M F A T A G T L N R E G A E T F A D H R E G I L K T A K V L V E D T K V L V

TGCTGACCTCGACACCACCATCATGTTCGCTACTGCTGGCACACTTAACCGTGAGGGTGCTGAAACTTTTGCTGACCACCGGGAGGGTATCTTAAAGACAGCAAAGGTTCTTGTGGAGGACACCAAGGTCCTAGT

ACGACTGGAGCTGTGGTGGTAGTACAAGCGATGACGACCGTGTGAATTGGCACTCCCACGACTTTGAAAACGACTGGTGGCCCTCCCATAGAATTTCTGTCGTTTCCAAGAACACCTCCTGTGGTTCCAGGATCA

BsgI BbsIAvrII
StyI

BtgI

EaeI

MscIBmrIBsmI

MspA1I
BseYI
PvuII

PspFI

BsgI

6885

Talin-1

Q N A A G S Q E K L A Q A A Q S S V A T I T R L A D V V K L G A A S L G A E D P E T Q V V

GCAGAATGCAGCTGGGAGCCAGGAGAAGTTGGCACAAGCCGCCCAGTCCTCCGTGGCCACCATTACCCGCCTCGCTGATGTGGTCAAGCTCGGTGCAGCCAGCCTAGGAGCCGAAGACCCTGAAACTCAGGTGGT

CGTCTTACGTCGACCCTCGGTCCTCTTCAACCGTGTTCGGCGGGTCAGGAGGCACCGGTGGTAATGGGCGGAGCGACTACACCAGTTCGAGCCACGTCGGTCGGATCCTCGGCTTCTGGGACTTTGAGTCCACCA
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BpuEIStyI BstXI BstEIIBpuEI

SfcI

PstI

BtsαI

SmlIAfeI

HaeII

SfcI

PstI

MspA1ITaqII

StyI

EcoO109I* BstXI
PasI

BstEII

TsoIBclI*

7020

Talin-1

L I N A V K D V A K A L G D L I S A T K A A A G

GCTGATCAATGCAGTAAAGGACGTAGCCAAGGCCCTGGGTGACCTCATCAGCGCTACGAAGGCTGCAGCGGGCAAAGTTGGGGATGACCCTGCAGTGTGGCAGCTCAAGAACTCTGCCAAGGTGATGGTGACCAA

CGACTAGTTACGTCATTTCCTGCATCGGTTCCGGGACCCACTGGAGTAGTCGCGATGCTTCCGACGTCGCCCGTTTCAACCCCTACTGGGACGTCACACCGTCGAGTTCTTGAGACGGTTCCACTACCACTGGTT

PspOMI

EcoO109I Bme1580I
Bsp1286I
BaeGI
ApaI
BanII

BglIBsrDI SmlI

7155

Talin-1

V T S L L K T V K A V E D E A T K G T R A L E A

TGTGACATCATTGCTCAAGACAGTGAAGGCTGTGGAAGATGAGGCCACCAAAGGCACACGGGCCCTAGAGGCAACCACAGAGCACATACGTCAGGAACTGGCGGTCTTCTGTTCCCCAGAGCCACCTGCCAAGAC

ACACTGTAGTAACGAGTTCTGTCACTTCCGACACCTTCTACTCCGGTGGTTTCCGTGTGCCCGGGATCTCCGTTGGTGTCTCGTGTATGCAGTCCTTGACCGCCAGAAGACAAGGGGTCTCGGTGGACGGTTCTG

BbsI MslI Eco57MI
AcuI
StyI

EcoP15I

7290

Talin-1

S T P E D F I R M T K G I T M A T A K A V A A G

CTCTACCCCTGAAGACTTCATCCGAATGACCAAGGGTATTACTATGGCAACAGCCAAAGCCGTTGCTGCTGGCAATTCCTGTCGACAGGAAGATGTCATTGCCACAGCCAATCTGAGCCGACGGGCTATTGCGGA

GAGATGGGGACTTCTGAAGTAGGCTTACTGGTTCCCATAATGATACCGTTGTCGGTTTCGGCAACGACGACCGTTAAGGACAGCTGTCCTTCTACAGTAACGGTGTCGGTTAGACTCGGCTGCCCGATAACGCCT

BanI
KasI

BsaHI
NarI

SfoI

HaeII
PluTI

TaqII BsgI

Bsp1286I
BanII

NspI

7425

Talin-1

M L R A C K E A A F H P E V A P D V R L R A L H

CATGCTTCGGGCTTGCAAGGAAGCAGCTTTCCACCCAGAAGTGGCGCCTGATGTACGGCTCCGAGCCCTGCACTATGGCCGGGAGTGTGCCAATGGTTACCTGGAACTGCTGGACCACGTGCTGCTGACCCTTCA

GTACGAAGCCCGAACGTTCCTTCGTCGAAAGGTGGGTCTTCACCGCGGACTACATGCCGAGGCTCGGGACGTGATACCGGCCCTCACACGGTTACCAATGGACCTTGACGACCTGGTGCACGACGACTGGGAAGT

Eco53kI

Bsp1286I
BsiHKAI

BanII
SacI

Eco57MI
AcuI

BdaI EcoP15I
EcoP15I

7560

Talin-1

K P N P D L K Q Q L T G H S K R V A G S V T E L

GAAGCCAAACCCAGACCTGAAGCAGCAGCTAACTGGACACTCAAAGCGGGTTGCTGGCTCTGTGACTGAGCTCATCCAGGCTGCTGAAGCCATGAAAGGAACAGAGTGGGTGGACCCAGAGGACCCTACTGTCAT

CTTCGGTTTGGGTCTGGACTTCGTCGTCGATTGACCTGTGAGTTTCGCCCAACGACCGAGACACTGACTCGAGTAGGTCCGACGACTTCGGTACTTTCCTTGTCTCACCCACCTGGGTCTCCTGGGATGACAGTA



pEGFP_TLN1_WT.dna  (Circular / 12 357 bp)

Printed from SnapGene®:  Saturday, 23 Jan 2021  17.26 Page 10

SfcI

PstI

PvuII Eco57MI
BpmI

AcuI

Eco53kI Bsp1286I
BsiHKAI
BanII
SacI

7695

tln1aa2300-BshTI_Forw

7830

7965

8100

8235

tal1aa2530-stop-stop-BamHI-Rev
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MslI
AleI

BanI PpiI

Bsp1286I
BaeGI

PpiI TstI*

EcoP15I

EcoP15I
TstI*

BsiHKAI

BamHI
BstYI

BspEI*
BsaWI

8370

GFP_N-term_BamHI_Link_FOR

tal1aa2530-stop-stop-Bam...

8505

8640

PpiI

8775
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Bpu10I BmrI
EciI

Bsp1286I
BsiHKAI Bpu10I

TaqIIEcoP15IBsgI EcoP15IFalIBstYIEciI

8910

165 170 175 180 185 190 195 200 205
N F K I R H N I E D G S V Q L A D H Y Q Q N T P I G D G P V L L P D N H Y L S T Q S A L S

EGFP

N F K I R H N I E D G S V Q

GAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCACCCAGTCCGCCCTGAG

CTTGAAGTTCTAGGCGGTGTTGTAGCTCCTGCCGTCGCACGTCGAGCGGCTGGTGATGGTCGTCTTGTGGGGGTAGCCGCTGCCGGGGCACGACGACGGGCTGTTGGTGATGGACTCGTGGGTCAGGCGGGACTC

EcoP15I

9045

210 215 220
K D P N E K R D H M V L L E

K D P N E K R D H M V L L E

CAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAACCGCGGGCCCGGGATCCACCGGATCTAGATAACTGATCATA

GTTTCTGGGGTTGCTCTTCGCGCTAGTGTACCAGGACGACCTCAAGCACTGGCGGCGGCCCTAGTGAGAGCCGTACCTGCTCGACATGTTCATTGGCGCCCGGGCCCTAGGTGGCCTAGATCTATTGACTAGTAT

DraIHin4I* BdaI*

9180
ATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAAATGAATGCAATTGTTGTTGTTAACTTGTTTATTGCAGCTTATAATGGTTACAAATAA

TAGTCGGTATGGTGTAAACATCTCCAAAATGAACGAAATTTTTTGGAGGGTGTGGAGGGGGACTTGGACTTTGTATTTTACTTACGTTAACAACAACAATTGAACAAATAACGTCGAATATTACCAATGTTTATT

BtsαIApoI

9315

SV40 poly(A) signal

AGCAATAGCATCACAAATTTCACAAATAAAGCATTTTTTTCACTGCATTCTAGTTGTGGTTTGTCCAAACTCATCAATGTATCTTAAGGCGTAAATTGTAAGCGTTAATATTTTGTTAAAATTCGCGTTAAATTT

TCGTTATCGTAGTGTTTAAAGTGTTTATTTCGTAAAAAAAGTGACGTAAGATCAACACCAAACAGGTTTGAGTAGTTACATAGAATTCCGCATTTAACATTCGCAATTATAAAACAATTTTAAGCGCAATTTAAA

BsaXI
PpiI
AloI

TaqIIPsiITsoI

9450

f1 ori

TTGTTAAATCAGCTCATTTTTTAACCAATAGGCCGAAATCGGCAAAATCCCTTATAAATCAAAAGAATAGACCGAGATAGGGTTGAGTGTTGTTCCAGTTTGGAACAAGAGTCCACTATTAAAGAACGTGGACTC

AACAATTTAGTCGAGTAAAAAATTGGTTATCCGGCTTTAGCCGTTTTAGGGAATATTTAGTTTTCTTATCTGGCTCTATCCCAACTCACAACAAGGTCAAACCTTGTTCTCAGGTGATAATTTCTTGCACCTGAG

Bsp1286I
BanII

BanIDraIII
BsaAI

BtgZIMmeIDrdI BsaXI PpiI
AloI

9585

f1 ori

CAACGTCAAAGGGCGAAAAACCGTCTATCAGGGCGATGGCCCACTACGTGAACCATCACCCTAATCAAGTTTTTTGGGGTCGAGGTGCCGTAAAGCACTAAATCGGAACCCTAAAGGGAGCCCCCGATTTAGAGC

GTTGCAGTTTCCCGCTTTTTGGCAGATAGTCCCGCTACCGGGTGATGCACTTGGTAGTGGGATTAGTTCAAAAAACCCCAGCTCCACGGCATTTCGTGATTTAGCCTTGGGATTTCCCTCGGGGGCTAAATCTCG
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SfcITsoIHaeIIHaeIIBsrBINgoMIV
BsrFI

NaeI

9720

f1 ori

TTGACGGGGAAAGCCGGCGAACGTGGCGAGAAAGGAAGGGAAGAAAGCGAAAGGAGCGGGCGCTAGGGCGCTGGCAAGTGTAGCGGTCACGCTGCGCGTAACCACCACACCCGCCGCGCTTAATGCGCCGCTACA

AACTGCCCCTTTCGGCCGCTTGCACCGCTCTTTCCTTCCCTTCTTTCGCTTTCCTCGCCCGCGATCCCGCGACCGTTCACATCGCCAGTGCGACGCGCATTGGTGGTGTGGGCGGCGCGAATTACGCGGCGATGT

EarISspIBsrBI BspHI BciVI

9855

f1 ori AmpR promoter

GGGCGCGTCAGGTGGCACTTTTCGGGGAAATGTGCGCGGAACCCCTATTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAA

CCCGCGCAGTCCACCGTGAAAAGCCCCTTTACACGCGCCTTGGGGATAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTT

SexAI*BstAPI SphI
NspI NsiI

AlfI EcoP15IAlfI

BseYI

PspFIMspA1I
PvuII

EciIBsu36I

9990

AmpR promoter

SV40 promoter

GAGTCCTGAGGCGGAAAGAACCAGCTGTGGAATGTGTGTCAGTTAGGGTGTGGAAAGTCCCCAGGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCAGGTGTGGAAAGTCCCCA

CTCAGGACTCCGCCTTTCTTGGTCGACACCTTACACACAGTCAATCCCACACCTTTCAGGGGTCCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTCCACACCTTTCAGGGGT

NcoI
StyI
BtgI

EciIEciI BmrI EciIEciIBstAPI SphI
NspI NsiI

AlfI EcoP15IAlfI

BseYI

PspFI

10 125

SV40 promoter

SV40 ori

GGCTCCCCAGCAGGCAGAAGTATGCAAAGCATGCATCTCAATTAGTCAGCAACCATAGTCCCGCCCCTAACTCCGCCCATCCCGCCCCTAACTCCGCCCAGTTCCGCCCATTCTCCGCCCCATGGCTGACTAATT

CCGAGGGGTCGTCCGTCTTCATACGTTTCGTACGTAGAGTTAATCAGTCGTTGGTATCAGGGCGGGGATTGAGGCGGGTAGGGCGGGGATTGAGGCGGGTCAAGGCGGGTAAGAGGCGGGGTACCGACTGATTAA

BsaBI*BspDI*
ClaI*

BseRI StuI AvrII
StyI

NmeAIII BplIBglI
SfiI

NmeAIII BplI

10 260

1
M I E

SV40 promoter
NeoR/KanR

SV40 ori

                                          M I E

TTTTTTATTTATGCAGAGGCCGAGGCCGCCTCGGCCTCTGAGCTATTCCAGAAGTAGTGAGGAGGCTTTTTTGGAGGCCTAGGCTTTTGCAAAGATCGATCAAGAGACAGGATGAGGATCGTTTCGCATGATTGA

AAAAAATAAATACGTCTCCGGCTCCGGCGGAGCCGGAGACTCGATAAGGTCTTCATCACTCCTCCGAAAAAACCTCCGGATCCGAAAACGTTTCTAGCTAGTTCTCTGTCCTACTCCTAGCAAAGCGTACTAACT

BanI
KasI

BsaHI
NarI

SfoI HaeII
PluTI

Bme1580I
Bsp1286I

BaeGI

BmrIBspMI
BfuAI

TaqII

EaeI
EagI

BsiEI

10 395

5 10 15 20 25 30 35 40 45
Q D G L H A G S P A A W V E R L F G Y D W A Q Q T I G C S D A A V F R L S A Q G R P V L F

NeoR/KanR

Q D G L H A G S P A A W V E R L F G Y D W A Q Q T I G C S D A A V F R L S A Q G R P V L F

ACAAGATGGATTGCACGCAGGTTCTCCGGCCGCTTGGGTGGAGAGGCTATTCGGCTATGACTGGGCACAACAGACAATCGGCTGCTCTGATGCCGCCGTGTTCCGGCTGTCAGCGCAGGGGCGCCCGGTTCTTTT

TGTTCTACCTAACGTGCGTCCAAGAGGCCGGCGAACCCACCTCTCCGATAAGCCGATACTGACCCGTGTTGTCTGTTAGCCGACGAGACTACGGCGGCACAAGGCCGACAGTCGCGTCCCCGCGGGCCAAGAAAA

Eco57MI
AcuI

FspI MspA1I
PvuII

Bsp1286I
BsiHKAI

Tth111I
PflFI

EaeI MscIDrdI

BsaWI BanI

TaqII Bme1580I
Bsp1286I
BaeGI

10 530

50 55 60 65 70 75 80 85 90
V K T D L S G A L N E L Q D E A A R L S W L A T T G V P C A A V L D V V T E A G R D W L L

NeoR/KanR

V K T D L S G A L N E L Q D E A A R L S W L A T T G V P C A A V L D V V T E A G R D W L L

TGTCAAGACCGACCTGTCCGGTGCCCTGAATGAACTGCAAGACGAGGCAGCGCGGCTATCGTGGCTGGCCACGACGGGCGTTCCTTGCGCAGCTGTGCTCGACGTTGTCACTGAAGCGGGAAGGGACTGGCTGCT

ACAGTTCTGGCTGGACAGGCCACGGGACTTACTTGACGTTCTGCTCCGTCGCGCCGATAGCACCGACCGGTGCTGCCCGCAAGGAACGCGTCGACACGAGCTGCAACAGTGACTTCGCCCTTCCCTGACCGACGA
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BspMI
BfuAI

BtgZIBsrDIBciVI NmeAIII Hin4IHin4I Hin4I*BstYIHin4I*

10 665

95 100 105 110 115 120 125 130 135
L G E V P G Q D L L S S H L A P A E K V S I M A D A M R R L H T L D P A T C P F D H Q A K

NeoR/KanR

L G E V P G Q D L L S S H L A P A E K V S I M A D A M R R L H T L D P A T C P F D H Q A K

ATTGGGCGAAGTGCCGGGGCAGGATCTCCTGTCATCTCACCTTGCTCCTGCCGAGAAAGTATCCATCATGGCTGATGCAATGCGGCGGCTGCATACGCTTGATCCGGCTACCTGCCCATTCGACCACCAAGCGAA

TAACCCGCTTCACGGCCCCGTCCTAGAGGACAGTAGAGTGGAACGAGGACGGCTCTTTCATAGGTAGTACCGACTACGTTACGCCGCCGACGTATGCGAACTAGGCCGATGGACGGGTAAGCTGGTGGTTCGCTT

BstYISphI
NspI

SmlIBpuEIBsp1286I
BanII

FalI BspQI
SapI
EarI

BsrFIBsp1286I
BsiHKAI BsaAI

FalI

10 800

140 145 150 155 160 165 170 175 180
H R I E R A R T R M E A G L V D Q D D L D E E H Q G L A P A E L F A R L K A S M P D G E D

NeoR/KanR

H R I E R A R T R M E A G L V D Q D D L D E E H Q G L A P A E L F A R L K A S M P D G E D

ACATCGCATCGAGCGAGCACGTACTCGGATGGAAGCCGGTCTTGTCGATCAGGATGATCTGGACGAAGAGCATCAGGGGCTCGCGCCAGCCGAACTGTTCGCCAGGCTCAAGGCGAGCATGCCCGACGGCGAGGA

TGTAGCGTAGCTCGCTCGTGCATGAGCCTACCTTCGGCCAGAACAGCTAGTCCTACTAGACCTGCTTCTCGTAGTCCCCGAGCGCGGTCGGCTTGACAAGCGGTCCGAGTTCCGCTCGTACGGGCTGCCGCTCCT

TsoI
EciI

RsrIITaqII EaeI

NgoMIV
BsrFI NaeI

BseYI

PspFIEaeIBtgZINcoI
StyI
BtgI

MslI

10 935

185 190 195 200 205 210 215 220 225
L V V T H G D A C L P N I M V E N G R F S G F I D C G R L G V A D R Y Q D I A L A T R D I

NeoR/KanR

L V V T H G D A C L P N I M V E N G R F S G F I D C G R L G V A D R Y Q D I A L A T R D I

TCTCGTCGTGACCCATGGCGATGCCTGCTTGCCGAATATCATGGTGGAAAATGGCCGCTTTTCTGGATTCATCGACTGTGGCCGGCTGGGTGTGGCGGACCGCTATCAGGACATAGCGTTGGCTACCCGTGATAT

AGAGCAGCACTGGGTACCGCTACGGACGAACGGCTTATAGTACCACCTTTTACCGGCGAAAAGACCTAAGTAGCTGACACCGGCCGACCCACACCGCCTGGCGATAGTCCTGTATCGCAACCGATGGGCACTATA

BstBI BplIBsrBIBplIBsrBI BtgZIBssSαIEco57MI
AcuI

BspQI
SapI
EarI

11 070

230 235 240 245 250 255 260 265
A E E L G G E W A D R F L V L Y G I A A P D S Q R I A F Y R L L D E F F *

NeoR/KanR

A E E L G G E W A D R F L V L Y G I A A P D S Q R I A F Y R L L D E F F *         

TGCTGAAGAGCTTGGCGGCGAATGGGCTGACCGCTTCCTCGTGCTTTACGGTATCGCCGCTCCCGATTCGCAGCGCATCGCCTTCTATCGCCTTCTTGACGAGTTCTTCTGAGCGGGACTCTGGGGTTCGAAATG

ACGACTTCTCGAACCGCCGCTTACCCGACTGGCGAAGGAGCACGAAATGCCATAGCGGCGAGGGCTAAGCGTCGCGTAGCGGAAGATAGCGGAAGAACTGCTCAAGAAGACTCGCCCTGAGACCCCAAGCTTTAC

BstYIPfoI

BsaHI Eco57MI
NgoMIV
BsrFI
BpmI

NaeIBspMI
BssSαI
BfuAI

BsaHI TaqII

11 205
ACCGACCAAGCGACGCCCAACCTGCCATCACGAGATTTCGATTCCACCGCCGCCTTCTATGAAAGGTTGGGCTTCGGAATCGTTTTCCGGGACGCCGGCTGGATGATCCTCCAGCGCGGGGATCTCATGCTGGAG

TGGCTGGTTCGCTGCGGGTTGGACGGTAGTGCTCTAAAGCTAAGGTGGCGGCGGAAGATACTTTCCAACCCGAAGCCTTAGCAAAAGGCCCTGCGGCCGACCTACTAGGAGGTCGCGCCCCTAGAGTACGACCTC

TaqIIBsaWIAvrII
StyI

Eco57MI
BpmI

11 340

HSV TK poly(A) signal

TTCTTCGCCCACCCTAGGGGGAGGCTAACTGAAACACGGAAGGAGACAATACCGGAAGGAACCCGCGCTATGACGGCAATAAAAAGACAGAATAAAACGCACGGTGTTGGGTCGTTTGTTCATAAACGCGGGGTT

AAGAAGCGGGTGGGATCCCCCTCCGATTGACTTTGTGCCTTCCTCTGTTATGGCCTTCCTTGGGCGCGATACTGCCGTTATTTTTCTGTCTTATTTTGCGTGCCACAACCCAGCAAACAAGTATTTGCGCCCCAA

Bsp1286I
BanII

PasIBsaIPasI

11 475
CGGTCCCAGGGCTGGCACTCTGTCGATACCCCACCGAGACCCCATTGGGGCCAATACGCCCGCGTTTCTTCCTTTTCCCCACCCCACCCCCCAAGTTCGGGTGAAGGCCCAGGGCTCGCAGCCAACGTCGGGGCG

GCCAGGGTCCCGACCGTGAGACAGCTATGGGGTGGCTCTGGGGTAACCCCGGTTATGCGGGCGCAAAGAAGGAAAAGGGGTGGGGTGGGGGGTTCAAGCCCACTTCCGGGTCCCGAGCGTCGGTTGCAGCCCCGC

PpiIBspHIBstYIDraI BstYIDraIBsu36IEcoO109I AlwNI
BstAPI

11 610
GCAGGCCCTGCCATAGCCTCAGGTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCG

CGTCCGGGACGGTATCGGAGTCCAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGC
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MspA1IBpuEIBstYI EcoP15I
SmlI

BstYIPpiI

11 745

ori

TTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTA

AAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGAT

EcoP15ISfcIEcoP15IEco57MI
AcuI

11 880

ori

CCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTG

GGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGAC

ApaLI

Bme1580I
Bsp1286I

BsiHKAI
BaeGI

BseYI

PspFIMspA1I BsiEIBsaWISmlIBpuEIMmeIAlwNI

12 015

ori

TTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACC

AATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGG

BssSαIMmeI BsaWI EciI BciVIHaeIISfcI

12 150

ori

TACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAAC

ATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTG

EciIBdaIBpuEISmlI DrdI BdaI

12 285

ori

GCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGC

CGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACG

NsiIAflIII
PciI

NspI

3ʹ

5ʹ

12 357
TGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCATGCAT

ACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGTACGTA


