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BspMI
BfuAI

5ʹ

3ʹ

110
GTTTGACAGCTTATCATCGACTGCACGGTGCACCAATGCTTCTGGCGTCAGGCAGCCATCGGAAGCTGTGGTATGGCTGTGCAGGTCGTAAATCACTGCATAATTCGTGT

CAAACTGTCGAATAGTAGCTGACGTGCCACGTGGTTACGAAGACCGCAGTCCGTCGGTAGCCTTCGACACCATACCGACACGTCCAGCATTTAGTGACGTATTAAGCACA

220
CGCTCAAGGCGCACTCCCGTTCTGGATAATGTTTTTTGCGCCGACATCATAACGGTTCTGGCAAATATTCTGAAATGAGCTGTTGACAATTAATCATCCGGCTCGTATAA

GCGAGTTCCGCGTGAGGGCAAGACCTATTACAAAAAACGCGGCTGTAGTATTGCCAAGACCGTTTATAAGACTTTACTCGACAACTGTTAATTAGTAGGCCGAGCATATT

330
TGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCGCCGCTGAGAAAAAGCGAAGCGGCACTGCTCTTTAACAATTTATCAGACAATCTGTGTGGGCACTC

ACACACCTTAACACTCGCCTATTGTTAAAGTGTGTCCTTTGTCGCGGCGACTCTTTTTCGCTTCGCCGTGACGAGAAATTGTTAAATAGTCTGTTAGACACACCCGTGAG

NcoI

440

                           M G G S H H H H H

GACCGGAATTATCGATTAACTTTATTATTAAAAATTAAAGAGGTATATATTAATGTATCGATTAAATAAGGAGGAATAAACCATGGGGGGTTCTCATCATCATCATCATC

CTGGCCTTAATAGCTAATTGAAATAATAATTTTTAATTTCTCCATATATAATTACATAGCTAATTTATTCCTCCTTATTTGGTACCCCCCAAGAGTAGTAGTAGTAGTAG

PaeR7I
PspXI
XhoI
TliI

NcoIBsaBI*

550

Talin head

H G M A S M T G G Q Q M G R D L Y D D D D K D R W I R P R A M V A L S L K

ATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGATCCGACCTCGAGCCATGGTTGCACTTTCACTGAAG

TACCATACCGATCGTACTGACCACCTGTCGTTTACCCAGCCCTAGACATGCTGCTACTGCTATTCCTAGCTACCTAGGCTGGAGCTCGGTACCAACGTGAAAGTGACTTC

NcoI

660

Talin head

I S I G N V V K T M Q F E P S T M V Y D A C R I I R E R I P E A P A G P P

ATCAGCATTGGGAATGTGGTGAAGACGATGCAGTTTGAGCCGTCTACCATGGTGTACGACGCCTGCCGCATCATTCGTGAGCGGATCCCAGAGGCCCCAGCTGGTCCTCC

TAGTCGTAACCCTTACACCACTTCTGCTACGTCAAACTCGGCAGATGGTACCACATGCTGCGGACGGCGTAGTAAGCACTCGCCTAGGGTCTCCGGGGTCGACCAGGAGG

HindI II

770

Talin head

S D F G L F L S D D D P K K G I W L E A G K A L D Y Y M L R N G D T M E

CAGCGACTTTGGGCTCTTTCTGTCAGATGATGACCCCAAAAAGGGTATATGGCTGGAGGCTGGGAAAGCTTTGGACTACTACATGCTCCGAAATGGGGACACTATGGAGT

GTCGCTGAAACCCGAGAAAGACAGTCTACTACTGGGGTTTTTCCCATATACCGACCTCCGACCCTTTCGAAACCTGATGATGTACGAGGCTTTACCCCTGTGATACCTCA

880

Talin head

Y R K K Q R P L K I R M L D G T V K T I M V D D S K T V T D M L M T I C A

ACAGGAAGAAACAGAGACCCCTGAAGATCCGTATGCTGGATGGAACTGTGAAGACGATCATGGTGGATGACTCTAAGACTGTCACTGACATGCTCATGACCATCTGTGCC

TGTCCTTCTTTGTCTCTGGGGACTTCTAGGCATACGACCTACCTTGACACTTCTGCTAGTACCACCTACTGAGATTCTGACAGTGACTGTACGAGTACTGGTAGACACGG

Af lII

990

Talin head

R I G I T N H D E Y S L V R E L M E E K K E E I T G T L R K D K T L L R D

CGCATTGGCATCACCAATCATGATGAATATTCATTGGTTCGAGAGCTGATGGAAGAGAAAAAGGAGGAAATAACAGGGACCTTAAGAAAGGACAAGACATTGCTGCGAGA

GCGTAACCGTAGTGGTTAGTACTACTTATAAGTAACCAAGCTCTCGACTACCTTCTCTTTTTCCTCCTTTATTGTCCCTGGAATTCTTTCCTGTTCTGTAACGACGCTCT
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BseRINcoI PshAI

1100

Talin head

E K K M E K L K Q K L H T D D E L N W L D H G R T L R E Q G V E E H E T

TGAAAAGAAGATGGAGAAACTAAAGCAGAAATTGCACACAGATGATGAGTTGAACTGGCTGGACCATGGTCGGACACTGAGGGAGCAGGGTGTAGAGGAGCACGAGACGC

ACTTTTCTTCTACCTCTTTGATTTCGTCTTTAACGTGTGTCTACTACTCAACTTGACCGACCTGGTACCAGCCTGTGACTCCCTCGTCCCACATCTCCTCGTGCTCTGCG

1210

1320

1430

1540

1650
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1760

I392N_Forw.

1870

1980

2090

2200

2310

2420

2530

2640
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PvuI

2750

H L T D G M T V R E L C S A A I T M S D N T A A N L L L T T I G G P K E

GCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGC

CGTAGAATGCCTACCGTACTGTCATTCTCTTAATACGTCACGACGGTATTGGTACTCACTATTGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCTCCTGGCTTCCTCG

2860

L T A F L H N M G D H V T R L D R W E P E L N E A I P N D E R D T T M P V

         * T V R R S R Q S G S S F S A M G F S S R S V V I G T

TAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTA

ATTGGCGAAAAAACGTGTTGTACCCCCTAGTACATTGAGCGGAACTAGCAACCCTTGGCCTCGACTTACTTCGGTATGGTTTGCTGCTCGCACTGTGGTGCTACGGACAT

FspI

2970

A M A T T L R K L L T G E L L T L A S R Q Q L I D W M E A D K V A G P L L

A I A V V N R L S N V P S S S V R A E R C C N I S Q I S A S L T A P G S R

GCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCT

CGTTACCGTTGTTGCAACGCGTTTGATAATTGACCGCTTGATGAATGAGATCGAAGGGCCGTTGTTAATTATCTGACCTACCTCCGCCTATTTCAACGTCCTGGTGAAGA

BglI

3080

R S A L P A G W F I A D K S G A G E R G S R G I I A A L G P D G K P S R

R E A R G A P Q N I A S L D P A P S R P D R P I M             

GCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTA

CGCGAGCCGGGAAGGCCGACCGACCAAATAACGACTATTTAGACCTCGGCCACTCGCACCCAGAGCGCCATAGTAACGTCGTGACCCCGGTCTACCATTCGGGAGGGCAT

AhdI

3190

I V V I Y T T G S Q A T M D E R N R Q I A E I G A S L I K H W *      

TCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTT

AGCATCAATAGATGTGCTGCCCCTCAGTCCGTTGATACCTACTTGCTTTATCTGTCTAGCGACTCTATCCACGGAGTGACTAATTCGTAACCATTGACAGTCTGGTTCAA

3300
TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTC

ATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAG

3410
GTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGG

CAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCC

3520
TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCAC

ACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTG

AlwNI

3630
CACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACG

GTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGC

3740
ATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTAT

TATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATA

3850
GAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTAT

CTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATA

3960
CTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACG

GAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGC
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PciI

4070
GTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCA

CAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGAAACTCACTCGACTATGGCGAGCGGCGT

NdeIBspQI
SapI

4180
GCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACT

CGGCTTGCTGGCTCGCGTCGCTCAGTCACTCGCTCCTTCGCCTTCTCGCGGACTACGCCATAAAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTATACCACGTGA

Tth111I
Pf lFI

BstZ17I

4290
CTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGTATACACTCCGCTATCGCTACGTGACTGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCGCTGACGCG

GAGTCATGTTAGACGAGACTACGGCGTATCAATTCGGTCATATGTGAGGCGATAGCGATGCACTGACCCAGTACCGACGCGGGGCTGTGGGCGGTTGTGGGCGACTGCGC

4400
CCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGGCA

GGGACTGCCCGAACAGACGAGGGCCGTAGGCGAATGTCTGTTCGACACTGGCAGAGGCCCTCGACGTACACAGTCTCCAAAAGTGGCAGTAGTGGCTTTGCGCGCTCCGT

SphI NsiIMauBI

4510

                   M V Q N L S R Y G M I A P G R E S I

GCAGATCAATTCGCGCGCGAAGGCGAAGCGGCATGCATTTACGTTGACACCATCGAATGGTGCAAAACCTTTCGCGGTATGGCATGATAGCGCCCGGAAGAGAGTCAATT

CGTCTAGTTAAGCGCGCGCTTCCGCTTCGCCGTACGTAAATGCAACTGTGGTAGCTTACCACGTTTTGGAAAGCGCCATACCGTACTATCGCGGGCCTTCTCTCAGTTAA

4620

Q G G E C E T S N V I R C R R V C R C L L S D R F P R G E P G Q P R F C E

CAGGGTGGTGAATGTGAAACCAGTAACGTTATACGATGTCGCAGAGTATGCCGGTGTCTCTTATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCACGTTTCTGCGA

GTCCCACCACTTACACTTTGGTCATTGCAATATGCTACAGCGTCTCATACGGCCACAGAGAATAGTCTGGCAAAGGGCGCACCACTTGGTCCGGTCGGTGCAAAGACGCT

4730

N A G K S G S G D G G A E L H S Q P R G T T T G G Q T V V A D W R C H L

         M A E L N Y I P N R V A Q Q L A G K Q S L L I G V A T S

AAACGCGGGAAAAAGTGGAAGCGGCGATGGCGGAGCTGAATTACATTCCCAACCGCGTGGCACAACAACTGGCGGGCAAACAGTCGTTGCTGATTGGCGTTGCCACCTCC

TTTGCGCCCTTTTTCACCTTCGCCGCTACCGCCTCGACTTAATGTAAGGGTTGGCGCACCGTGTTGTTGACCGCCCGTTTGTCAGCAACGACTAACCGCAACGGTGGAGG

4840

Q S G P A R A V A N C R G D *                       

S L A L H A P S Q I V A A I K S R A D Q L G A S V V V S M V E R S G V E A

AGTCTGGCCCTGCACGCGCCGTCGCAAATTGTCGCGGCGATTAAATCTCGCGCCGATCAACTGGGTGCCAGCGTGGTGGTGTCGATGGTAGAACGAAGCGGCGTCGAAGC

TCAGACCGGGACGTGCGCGGCAGCGTTTAACAGCGCCGCTAATTTAGAGCGCGGCTAGTTGACCCACGGTCGCACCACCACAGCTACCATCTTGCTTCGCCGCAGCTTCG

BclI*MluI

4950

C K A A V H N L L A Q R V S G L I I N Y P L D D Q D A I A V E A A C T N

CTGTAAAGCGGCGGTGCACAATCTTCTCGCGCAACGCGTCAGTGGGCTGATCATTAACTATCCGCTGGATGACCAGGATGCCATTGCTGTGGAAGCTGCCTGCACTAATG

GACATTTCGCCGCCACGTGTTAGAAGAGCGCGTTGCGCAGTCACCCGACTAGTAATTGATAGGCGACCTACTGGTCCTACGGTAACGACACCTTCGACGGACGTGATTAC

BstEII

5060

V P A L F L D V S D Q T P I N S I I F S H E D G T R L G V E H L V A L G H

TTCCGGCGTTATTTCTTGATGTCTCTGACCAGACACCCATCAACAGTATTATTTTCTCCCATGAAGACGGTACGCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCAC

AAGGCCGCAATAAAGAACTACAGAGACTGGTCTGTGGGTAGTTGTCATAATAAAAGAGGGTACTTCTGCCATGCGCTGACCCGCACCTCGTAGACCAGCGTAACCCAGTG

5170

Q Q I A L L A G P L S S V S A R L R L A G W H K Y L T R N Q I Q P I A E R

CAGCAAATCGCGCTGTTAGCGGGCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGGCTGGCATAAATATCTCACTCGCAATCAAATTCAGCCGATAGCGGAACG

GTCGTTTAGCGCGACAATCGCCCGGGTAATTCAAGACAGAGCCGCGCAGACGCAGACCGACCGACCGTATTTATAGAGTGAGCGTTAGTTTAAGTCGGCTATCGCCTTGC
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5280

E G D W S A M S G F Q Q

GGAAGGCGACTGGAGTGCCATGTCCGGTTTTCAACAAACCATGCAAATGCTGAATGAGGGCATCGTTCCCACTGCGATGCTGGTTGCCAACGATCAGATGGCGCTGGGCG

CCTTCCGCTGACCTCACGGTACAGGCCAAAAGTTGTTTGGTACGTTTACGACTTACTCCCGTAGCAAGGGTGACGCTACGACCAACGGTTGCTAGTCTACCGCGACCCGC

5390

            

A M R A I T E S G L R V G

CAATGCGCGCCATTACCGAGTCCGGGCTGCGCGTTGGTGCGGATATCTCGGTAGTGGGATACGACGATACCGAAGACAGCTCATGTTATATCCCGCCGTCAACCACCATC

GTTACGCGCGGTAATGGCTCAGGCCCGACGCGCAACCACGCCTATAGAGCCATCACCCTATGCTGCTATGGCTTCTGTCGAGTACAATATAGGGCGGCAGTTGGTGGTAG

5500

Q T G F S P A G A N Q R G

K Q D F R L L G Q T S V

AAACAGGATTTTCGCCTGCTGGGGCAAACCAGCGTGGACCGCTTGCTGCAACTCTCTCAGGGCCAGGCGGTGAAGGGCAATCAGCTGTTGCCCGTCTCACTGGTGAAAAG

TTTGTCCTAAAAGCGGACGACCCCGTTTGGTCGCACCTGGCGAACGACGTTGAGAGAGTCCCGGTCCGCCACTTCCCGTTAGTCGACAACGGGCAGAGTGACCACTTTTC

KasI NarI* SfoI PluTI

5610

K N H P G A Q Y A N R L

K T T L A P N T Q T A S

AAAAACCACCCTGGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGC

TTTTTGGTGGGACCGCGGGTTATGCGTTTGGCGGAGAGGGGCGCGCAACCGGCTAAGTAATTACGTCGACCGTGCTGTCCAAAGGGCTGACCTTTCGCCCGTCACTCGCG

T Q L M *       

AACGCAATTAATGTGAGTTAGCGCGAATTGATCTG

TTGCGTTAATTACACTCAATCGCGCTTAACTAGAC


