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BfuAI
BspMI

GTTTGACAGCTTATCATCGACTGCACGGTGCACCAATGCTTCTGGCGTCAGGCAGCCATCGGAAGCTGTGGTATGGCTGTGCAGGTCGTAAATCACTGCATAATTCGTGT

CAAACTGTCGAATAGTAGCTGACGTGCCACGTGGTTACGAAGACCGCAGTCCGTCGGTAGCCTTCGACACCATACCGACACGTCCAGCATTTAGTGACGTATTAAGCACA

CGCTCAAGGCGCACTCCCGTTCTGGATAATGTTTTTTGCGCCGACATCATAACGGTTCTGGCAAATATTCTGAAATGAGCTGTTGACAATTAATCATCCGGCTCGTATAA

GCGAGTTCCGCGTGAGGGCAAGACCTATTACAAAAAACGCGGCTGTAGTATTGCCAAGACCGTTTATAAGACTTTACTCGACAACTGTTAATTAGTAGGCCGAGCATATT

TGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCGCCGCTGAGAAAAAGCGAAGCGGCACTGCTCTTTAACAATTTATCAGACAATCTGTGTGGGCACTC

ACACACCTTAACACTCGCCTATTGTTAAAGTGTGTCCTTTGTCGCGGCGACTCTTTTTCGCTTCGCCGTGACGAGAAATTGTTAAATAGTCTGTTAGACACACCCGTGAG

pTrcHis Forward Ncol
|GAGGTATATATTAATGTATC

GACCGGAATTATCGATTAACTTTATTATTAAAAATTAAAGAGGTATATATTAATGTATCGATTAAATAAGGAGGAATAAACCATGGGGGGTTCTCATCATCATCATCATC

CTGGCCTTAATAGCTAATTGAAATAATAATTTTTAATTTCTCCATATATAATTACATAGCTAATTTATTCCTCCTTATTTGGTACCCCCCAAGAGTAGTAGTAGTAGTAG
M G G S H H H H H

TIiI
XhoI
PspXI
BsaBI* PaeR71 Ncol

ATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGATCCGACCTCGAGCCATGGTTGCACTTTCACTGAAG

TACCATACCGATCGTACTGACCACCTGTCGTTTACCCAGCCCTAGACATGCTGCTACTGCTATTCCTAGCTACCTAGGCTGGAGCTCGGTACCAACGTGAAAGTGACTTC

H G M A S M TG G QQQMGURD L Y DDDDK D RW IR PR AMV AL S L K

Ncol

ATCAGCATTGGGAATGTGGTGAAGACGATGCAGTTTGAGCCGTCTACCATGGTGTACGACGCCTGCCGCATCATTCGTGAGCGGATCCCAGAGGCCCCAGCTGGTCCTCC

B o B  mwa eEeae

TAGTCGTAACCCTTACACCACTTCTGCTACGTCAAACTCGGCAGATGGTACCACATGCTGCGGACGGCGTAGTAAGCACTCGCCTAGGGTCTCCGGGGTCGACCAGGAGG
I1 s 1 G N V VK T MAQF E P S TM VY D ATCW R I I R EUR I P E AP A G P P

HindIII

CAGCGACTTTGGGCTCTTTCTGTCAGATGATGACCCCAAAAAGGGTATATGGCTGGAGGCTGGGAAAGCTTTGGACTACTACATGCTCCGAAATGGGGACACTATGGAGT

GTCGCTGAAACCCGAGAAAGACAGTCTACTACTGGGGTTTTTCCCATATACCGACCTCCGACCCTTTCGAAACCTGATGATGTACGAGGCTTTACCCCTGTGATACCTCA
s b F G L F L s bDUD?PIKIKG I WL EAGI KA ALUD Y Y ML R NGUD T M E

ACAGGAAGAAACAGAGACCCCTGAAGATCCGTATGCTGGATGGAACTGTGAAGACGATCATGGTGGATGACTCTAAGACTGTCACTGACATGCTCATGACCATCTGTGCC

B o B  mwa eEeae

TGTCCTTCTTTGTCTCTGGGGACTTCTAGGCATACGACCTACCTTGACACTTCTGCTAGTACCACCTACTGAGATTCTGACAGTGACTGTACGAGTACTGGTAGACACGG

Y R K K Q R P L K I R ML DGT VK T I M VDD S K TV TDMILMT I C A

AfIII

CGCATTGGCATCACCAATCATGATGAATATTCATTGGTTCGAGAGCTGATGGAAGAGAAAAAGGAGGAAATAACAGGGACCTTAAGAAAGGACAAGACATTGCTGCGAGA

B o B  mwa eEeae

GCGTAACCGTAGTGGTTAGTACTACTTATAAGTAACCAAGCTCTCGACTACCTTCTCTTTTTCCTCCTTTATTGTCCCTGGAATTCTTTCCTGTTCTGTAACGACGCTCT

110

220

330

440

550

660

770

880

990
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Ncol PshAI BseRI

TGAAAAGAAGATGGAGAAACTAAAGCAGAAATTGCACACAGATGATGAGTTGAACTGGCTGGACCATGGTCGGACACTGAGGGAGCAGGGTGTAGAGGAGCACGAGACGC
1100

ACTTTTCTTCTACCTCTTTGATTTCGTCTTTAACGTGTGTCTACTACTCAACTTGACCGACCTGGTACCAGCCTGTGACTCCCTCGTCCCACATCTCCTCGTGCTCTGCG

E K K M E K L K Q K L H T DD E L NW L DHGR T L R E Q G V E E H E T —

Xmal Smal
TspMI ° KfII  BsrGI P229L_Forw.

l ‘ [ccTeAATGGCTCC

TGCTGCTGCGGAGGAAGTTCTTTTACTCAGACCAGAATGTGGATTCCCGGGACCCTGTACAGCTGAACCTCCTGTATGTGCAGGCACGAGATGACATCCTGAATGGCTCC

1210

ACGACGACGCCTCCTTCAAGAAAATGAGTCTGGTCTTACACCTAAGGGCCCTGGGACATGTCGACTTGGAGGACATACACGTCCGTGCTCTACTGTAGGACTTACCGAGG

-
-

L R R K F F Y s D QNVD S RD P VQLNLL Y V Q AR DD I L N G S —_—

|GGACTTACCGAGG

P229L._Rev.

Stul

P229L_Forw.

- |
CATCy TGTCTCCTTTGACAAG

I
CATCCTGTCTCCTTTGACAAGGCCTGTGAGTTTGCTGGCTTCCAATGCCAGATCCAGTTTGGGCCCCACAATGAGCAGAAGCACAAGGCTGGCTTCCTTGACCTGAAGGA

1320

GTAGGACAGAGGAAACTGTTCCGGACACTCAAACGACCGAAGGTTACGGTCTAGGTCAAACCCGGGGTGTTACTCGTCTTCGTGTTCCGACCGAAGGAACTGGACTTCCT

H p V S F DK ACEFAGT FQCQI Q F G P HNEAOQIKHIK A G F L D L K

!

GTAG;ACAGAGGAAACTGTTCCI
= P229L_Rev.

BgIII

CTTCCTGCCCAAGGAGTATGTGAAGCAGAAGGGAGAGCGTAAGATCTTCCAGGCACACAAGAATTGTGGGCAGATGAGTGAGATTGAGGCCAAGGTCCGCTACGTGAAGC
1430

GAAGGACGGGTTCCTCATACACTTCGTCTTCCCTCTCGCATTCTAGAAGGTCCGTGTGTTCTTAACACCCGTCTACTCACTCTAACTCCGGTTCCAGGCGATGCACTTCG

F L P K E Y VK Q K G ER K I FQ AHKNU CGWAQMSE T E AK V R Y V K —

TAGCCCGTTCTCTCAAGACTTACGGTGTCTCCTTCTTCCTGGTGAAGGAAAAAATGAAAGGGAAGAACAAGCTAGTGCCCAGGCTTCTGGGCATCACCAAGGAGTGTGTG
1540

ATCGGGCAAGAGAGTTCTGAATGCCACAGAGGAAGAAGGACCACTTCCTTTTTTACTTTCCCTTCTTGTTCGATCACGGGTCCGAAGACCCGTAGTGGTTCCTCACACAC

,_
>
el

s L K T Y G VvV s F F L VK EK MK G K N K L V P R L L G I T K E C V —_—

HindIII

ATGCGAGTGGATGAGAAGACCAAGGAAGTGATCCAGGAGTGGAACCTCACCAACATCAAACGCTGGGCTGCGTCTCCCAAAAGCTTCACCCTGGATTTTGGAGATTACCA
1650

TACGCTCACCTACTCTTCTGGTTCCTTCACTAGGTCCTCACCTTGGAGTGGTTGTAGTTTGCGACCCGACGCAGAGGGTTTTCGAAGTGGGACCTAAAACCTCTAATGGT

M R VD E K T K E V I Q EWN L T NI K R WAA S P K S F T L D F G D Y Q  —
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I392N_Forw.
A Xbal
|GAGCAGATCGCACAGCTCA.TGCTGGCTACATC

AGATGGCTATTACTCAGTACAGACAACTGAAGGGGAGCAGATCGCACAGCTCATTGCtGGCTACATCGATATCATCCTGAAGAAGAAAAAAAGCTAATGAGTCTAGAGGG

TCTACCGATAATGAGTCATGTCTGTTGACTTCCCCTCGTCTAQCGTGTCGAGTAACGAaCCGATGTAGCTATAGTAGGACTTCTTCTTTTTTTCGATTACTCAGATCTCCC

b G Yy Yy s v .qQ TTEGEAQTI A QL I AG Y I D 1T I L K K K K S g

J

CTCGTCTAgCGTGTCGAGTgACGaCCGATGTAGq
I392N_Rev.

HindIII
CCCTATTCTATAGTGTCACCTAAATGCTAAAGCTTGGCTGTTTTGGCGGATGAGAGAAGATTTTCAGCCTGATACAGATTAAATCAGAACGCAGAAGCGGTCTGATAAAA

GGGATAAGATATCACAGTGGATTTACGATTTCGAACCGACAAAACCGCCTACTCTCTTCTAAAAGTCGGACTATGTCTAATTTAGTCTTGCGTCTTCGCCAGACTATTTT
- BE I L v C F R D S L V

GGACTATGTCTAATTTAG
pTrcHis Reverse

CAGAATTTGCCTGGCGGCAGTAGCGCGGTGGTCCCACCTGACCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGCCGATGGTAGTGTGGGGTCTCCCCATGCGAGAGT

GTCTTAAACGGACCGCCGTCATCGCGCCACCAGGGTGGACTGGGGTACGGCTTGAGTCTTCACTTTGCGGCATCGCGGCTACCATCACACCCCAGAGGGGTACGCTCTCA
¢~ S N A QR C Y R P P GV Q GWAS S L L sV GY R RHYHPTEGH S L

AGGGAACTGCCAGGCATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCG

TCCCTTGACGGTCCGTAGTTTATTTTGCTTTCCGAGTCAGCTTTCTGACCCGGAAAGCAAAATAGACAACAAACAGCCACTTGCGAGAGGACTCATCCTGTTTAGGCGGC
L S s G P ML Y F S L S LR F VP GIKTIKDTTQWRHV S EQTPC I R R

GGAGCGGATTTGAACGTTGCGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCCATAAACTGCCAGGCATCAAATTAAGCAGAAGGCCATCCTGACGGATGGCCT

CCTCGCCTAAACTTGCAACGCTTCGTTGCCGGGCCTCCCACCGCCCGTCCTGCGGGCGGTATTTGACGGTCCGTAGTTTAATTCGTCTTCCGGTAGGACTGCCTACCGGA
M A
e~ S R I Q VN R L L P G S P P P C S AR WL S G P M

TTTTGCGTTTCTACAAACTCTTTTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAA

AAAACGCAAAGATGTTTGAGAAAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTT
F L R F Y K L F L F I F L NTFK Y VS AHETI TUL I N AS I I L K K E

GAGTATGAGTATTCAACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAG

B T e e e o T B e

CTCATACTCATAAGTTGTAAAGGCACAGCGGGAATAAGGGAAAAAACGCCGTAAAACGGAAGGACAAAAACGAGTGGGTCTTTGCGACCACTTTCATTTTCTACGACTTC

E Y EY sS T F P CWR P Y s L F CGTIT L P S CFC S P RNAGE S K R CE
M s I Q H F R V A L I P F F A A F CL P V F A H P ET L V K V K D A E

ATCAGTTGGGTGCACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTT

B o o L o L B L waE o B et e

TAGTCAACCCACGTGCTCACCCAATGTAGCTTGACCTAGAGTTGTCGCCATTCTAGGAACTCTCAAAAGCGGGGCTTCTTGCAAAAGGTTACTACTCGTGAAAATTTCAA
b Q L G ARV G Y I ELDLNSG XK I L ESFR P EERFPMMS T F K V

Scal

CTGCTATGTGGCGCGGTATTATCCCGTGTTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAA

GACGATACACCGCGCCATAATAGGGCACAACTGCGGCCCGTTCTCGTTGAGCCAGCGGCGTATGTGATAAGAGTCTTACTGAACCAACTCATGAGTGGTCAGTGTCTTTT
L L CG AV L SR VDAGQE~ QLG RI R TITHY S QNUDL V E Y S P V T E K

1760

1870

1980

2090

2200

2310

2420

2530

2640
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Pvul

GCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGC

B o B  mwa eEeae 2750

CGTAGAATGCCTACCGTACTGTCATTCTCTTAATACGTCACGACGGTATTGGTACTCACTATTGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCTCCTGGCTTCCTCG
H L T D G M T V R E L C S A A I1 TM SDNTAANILL L T T T G G P K E e

TAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTA
2860

ATTGGCGAAAAAACGTGTTGTACCCCCTAGTACATTGAGCGGAACTAGCAACCCTTGGCCTCGACTTACTTCGGTATGGTTTGCTGCTCGCACTGTGGTGCTACGGACAT

L T A F L HNMSGUDW HV TR L DRWE P E LN EATIPNUDEWRDTTMP V —_—
- E T VR R SR Q S G S S F S A MGV F S SR S V VI G T

FspI

GCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCT
2970

CGTTACCGTTGTTGCAACGCGTTTGATAATTGACCGCTTGATGAATGAGATCGAAGGGCCGTTGTTAATTATCTGACCTACCTCCGCCTATTTCAACGTCCTGGTGAAGA
AM AT T L R K L L T G E L L T L A SR QQL I DWMEAUDIK V A G P L L e
4~ A I AV V N R L S NV P S S S VR AEWRTCTCNTI SQTIT S AS L T AUPG S R

‘BgII

GCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTA
3080

CGCGAGCCGGGAAGGCCGACCGACCAAATAACGACTATTTAGACCTCGGCCACTCGCACCCAGAGCGCCATAGTAACGTCGTGACCCCGGTCTACCATTCGGGAGGGCAT
R S AL P A GWTF I ADJIKSGAGUEWRG SR G 1T I A AL G P DGK P S R —_—)
<~ R E A R G A P QN I A S L D P AP SR P DI R P I M

AhdI

TCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTT

B o e o e B o e  H e e 3190

AGCATCAATAGATGTGCTGCCCCTCAGTCCGTTGATACCTACTTGCTTTATCTGTCTAGCGACTCTATCCACGGAGTGACTAATTCGTAACCATTGACAGTCTGGTTCAA
I v v 1 Y T T G S Q A T MDERNURQTI AETTGAS L I K HWE e

TACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTC

B o B  mwa eEeae 3300

ATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAG

GTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGG

B o e o e B o e  H e e 3410

CAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCC

TGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCAC

B T R o B B B S o o o o B I o B SO 3520

ACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTG

AlwNI

CACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACG

B o e o e B o e  H e e 3630

GTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGC

ATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTAT

B T R o B B B S o o o o B I o B SO 3740

TATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATA

GAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTAT
3850

CTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATA

CTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACG

it e e e e e e e i e 3960

GAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGC
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Pcil

GTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCA

H—'—FFFFH—H+|—H—H—H—H+H—H—|—H—H+FFFH—FFH+ 4070

CAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGAAACTCACTCGACTATGGCGAGCGGCGT

SaplI
BspQI Ndel

GCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACT

B o B  mwa eEeae 4180

CGGCTTGCTGGCTCGCGTCGCTCAGTCACTCGCTCCTTCGCCTTCTCGCGGACTACGCCATAAAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTATACCACGTGA

PfIFI
BstZ171 Tth111ll

CTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGTATACACTCCGCTATCGCTACGTGACTGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCGCTGACGCG

B o e e L e e 4290

GAGTCATGTTAGACGAGACTACGGCGTATCAATTCGGTCATATGTGAGGCGATAGCGATGCACTGACCCAGTACCGACGCGGGGCTGTGGGCGGTTGTGGGCGACTGCGC

CCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGGCA
4400

GGGACTGCCCGAACAGACGAGGGCCGTAGGCGAATGTCTGTTCGACACTGGCAGAGGCCCTCGACGTACACAGTCTCCAAAAGTGGCAGTAGTGGCTTTGCGCGCTCCGT

MauBI SphI Nsil

GCAGATCAATTCGCGCGCGAAGGCGAAGCGGCATGCATTTACGTTGACACCATCGAATGGTGCAAAACCTTTCGCGGTATGGCATGATAGCGCCCGGAAGAGAGTCAATT

B o e e L e e 4510

CGTCTAGTTAAGCGCGCGCTTCCGCTTCGCCGTACGTAAATGCAACTGTGGTAGCTTACCACGTTTTGGAAAGCGCCATACCGTACTATCGCGGGCCTTCTCTCAGTTAA
M V. Q N L S R Y G M I A P G R E S I —

CAGGGTGGTGAATGTGAAACCAGTAACGTTATACGATGTCGCAGAGTATGCCGGTGTCTCTTATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCACGTTTCTGCGA
4620

GTCCCACCACTTACACTTTGGTCATTGCAATATGCTACAGCGTCTCATACGGCCACAGAGAATAGTCTGGCAAAGGGCGCACCACTTGGTCCGGTCGGTGCAAAGACGCT
Q G G EC E T SNV I RCWRW RV CRTCLL S DURF PR GEPGQP R F C E —

AAACGCGGGAAAAAGTGGAAGCGGCGATGGCGGAGCTGAATTACATTCCCAACCGCGTGGCACAACAACTGGCGGGCAAACAGTCGTTGCTGATTGGCGTTGCCACCTCC

*—|—|—H—H—H—H+H—|—H—|—FH+H—H—|—FFH+FFFH—H—H+ 4730

TTTGCGCCCTTTTTCACCTTCGCCGCTACCGCCTCGACTTAATGTAAGGGTTGGCGCACCGTGTTGTTGACCGCCCGTTTGTCAGCAACGACTAACCGCAACGGTGGAGG

N A G K S G s GD GG AELH SQ&PRGTTTGGQT V V A DWR C H L —_
M A E L N Y I P NR V AQQL A GKIQS L L I G V A T s —_

AGTCTGGCCCTGCACGCGCCGTCGCAAATTGTCGCGGCGATTAAATCTCGCGCCGATCAACTGGGTGCCAGCGTGGTGGTGTCGATGGTAGAACGAAGCGGCGTCGAAGC

B o e e L e e 4840

TCAGACCGGGACGTGCGCGGCAGCGTTTAACAGCGCCGCTAATTTAGAGCGCGGCTAGTTGACCCACGGTCGCACCACCACAGCTACCATCTTGCTTCGCCGCAGCTTCG

Q S G P AR AV ANTGCRGDE =)
S L ALHAPSOQTIVAATITZ KT SRADI QLG A ASUV VYV SMVETRSGV E A =)

Miul BclI*

CTGTAAAGCGGCGGTGCACAATCTTCTCGCGCAACGCGTCAGTGGGCTGATCATTAACTATCCGCTGGATGACCAGGATGCCATTGCTGTGGAAGCTGCCTGCACTAATG

B o e e L e e 4950

GACATTTCGCCGCCACGTGTTAGAAGAGCGCGTTGCGCAGTCACCCGACTAGTAATTGATAGGCGACCTACTGGTCCTACGGTAACGACACCTTCGACGGACGTGATTAC
C K AAAV HNLL A QR VS G L I I NY P L DDQUD AT AV EAATZCTN —

BstEII

TTCCGGCGTTATTTCTTGATGTCTCTGACCAGACACCCATCAACAGTATTATTTTCTCCCATGAAGACGGTACGCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCAC
5060

AAGGCCGCAATAAAGAACTACAGAGACTGGTCTGTGGGTAGTTGTCATAATAAAAGAGGGTACTTCTGCCATGCGCTGACCCGCACCTCGTAGACCAGCGTAACCCAGTG
v P AL F L DV SsSDOAQT®P I NS I I F S HEWDGT R L GV EH L V A L G H e

CAGCAAATCGCGCTGTTAGCGGGCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGGCTGGCATAAATATCTCACTCGCAATCAAATTCAGCCGATAGCGGAACG

B T R o B B B S o o o o B I o B SO 5170

GTCGTTTAGCGCGACAATCGCCCGGGTAATTCAAGACAGAGCCGCGCAGACGCAGACCGACCGACCGTATTTATAGAGTGAGCGTTAGTTTAAGTCGGCTATCGCCTTGC
Q Q I AL L AGZPLSSVSARTILUR RILIAGWHTKYLTRNA QTIAOQ®PTIATER —_
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GGAAGGCGACTGGAGTGCCATGTCCGGTTTTCAACAAACCATGCAAATGCTGAATGAGGGCATCGTTCCCACTGCGATGCTGGTTGCCAACGATCAGATGGCGCTGGGCG

B T R o B B B S o o o o B I o B SO 5280

CCTTCCGCTGACCTCACGGTACAGGCCAAAAGTTGTTTGGTACGTTTACGACTTACTCCCGTAGCAAGGGTGACGCTACGACCAACGGTTGCTAGTCTACCGCGACCCGC
E G DWSAMSGFQQQTMAQMULNUESGT VPTAMILV ANDQMAL G —_—

CAATGCGCGCCATTACCGAGTCCGGGCTGCGCGTTGGTGCGGATATCTCGGTAGTGGGATACGACGATACCGAAGACAGCTCATGTTATATCCCGCCGTCAACCACCATC

5390
GTTACGCGCGGTAATGGCTCAGGCCCGACGCGCAACCACGCCTATAGAGCCATCACCCTATGCTGCTATGGCTTCTGTCGAGTACAATATAGGGCGGCAGTTGGTGGTAG
M L Y P A V N H H =
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