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pTrcHisC_huTal-1-406-2stop -

PluTI(4905)  
SfoI(4903)  

NarI*(4902)  
KasI(4901)  

BstEII(4443)  

BclI*(4276)  
MluI(4262)  

NsiI(3825)  
SphI(3823)  

MauBI(3801)  

Pf lFI -  Tth111I(3634)  
BstZ17I(3609)  

NdeI(3557)  

BspQI - SapI(3495)  

PciI(3378)  

AlwNI(2969)  

AhdI(2490)  

BfuAI -  BspMI  (72)

pTrcH is Forward  (370 .. 390)

NcoI  (411)

BsaBI*  (504)
PaeR7I -  PspXI - TliI -  XhoI  (522)
TspMI -  XmaI  (534)
SmaI  (536)
Kf lI  (538)
BsrGI  (544)
StuI  (620)

BglII  (750)

HindI II   (1009)

XbaI  (1140)
HindI I I   (1178)

pTrcH is Reverse  (1216 .. 1233)

ScaI  (2009)

PvuI  (2121)

FspI  (2267)

BglI  (2372)
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BspMI
BfuAI

5ʹ

3ʹ

110
GTTTGACAGCTTATCATCGACTGCACGGTGCACCAATGCTTCTGGCGTCAGGCAGCCATCGGAAGCTGTGGTATGGCTGTGCAGGTCGTAAATCACTGCATAATTCGTGT

CAAACTGTCGAATAGTAGCTGACGTGCCACGTGGTTACGAAGACCGCAGTCCGTCGGTAGCCTTCGACACCATACCGACACGTCCAGCATTTAGTGACGTATTAAGCACA

220
CGCTCAAGGCGCACTCCCGTTCTGGATAATGTTTTTTGCGCCGACATCATAACGGTTCTGGCAAATATTCTGAAATGAGCTGTTGACAATTAATCATCCGGCTCGTATAA

GCGAGTTCCGCGTGAGGGCAAGACCTATTACAAAAAACGCGGCTGTAGTATTGCCAAGACCGTTTATAAGACTTTACTCGACAACTGTTAATTAGTAGGCCGAGCATATT

330
TGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCGCCGCTGAGAAAAAGCGAAGCGGCACTGCTCTTTAACAATTTATCAGACAATCTGTGTGGGCACTC

ACACACCTTAACACTCGCCTATTGTTAAAGTGTGTCCTTTGTCGCGGCGACTCTTTTTCGCTTCGCCGTGACGAGAAATTGTTAAATAGTCTGTTAGACACACCCGTGAG

NcoI

440

                           M G G S H H H H H

GACCGGAATTATCGATTAACTTTATTATTAAAAATTAAAGAGGTATATATTAATGTATCGATTAAATAAGGAGGAATAAACCATGGGGGGTTCTCATCATCATCATCATC

CTGGCCTTAATAGCTAATTGAAATAATAATTTTTAATTTCTCCATATATAATTACATAGCTAATTTATTCCTCCTTATTTGGTACCCCCCAAGAGTAGTAGTAGTAGTAG

BsrGIPaeR7I
PspXI
XhoI
TliI

TspMI
XmaI SmaI

Kf lIBsaBI*

550

Talin head

H G M A S M T G G Q Q M G R D L Y D D D D K D R W I R P R A M S R D P V Q

ATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGATCCGACCTCGAGCCATGTCCCGGGACCCTGTACAG

TACCATACCGATCGTACTGACCACCTGTCGTTTACCCAGCCCTAGACATGCTGCTACTGCTATTCCTAGCTACCTAGGCTGGAGCTCGGTACAGGGCCCTGGGACATGTC

StuI

660

Talin head

L N L L Y V Q A R D D I L N G S H P V S F D K A C E F A G F Q C Q I Q F G

CTGAACCTCCTGTATGTGCAGGCACGAGATGACATCCTGAATGGCTCCCATCCTGTCTCCTTTGACAAGGCCTGTGAGTTTGCTGGCTTCCAATGCCAGATCCAGTTTGG

GACTTGGAGGACATACACGTCCGTGCTCTACTGTAGGACTTACCGAGGGTAGGACAGAGGAAACTGTTCCGGACACTCAAACGACCGAAGGTTACGGTCTAGGTCAAACC

BglII

770

Talin head

P H N E Q K H K A G F L D L K D F L P K E Y V K Q K G E R K I F Q A H K

GCCCCACAATGAGCAGAAGCACAAGGCTGGCTTCCTTGACCTGAAGGACTTCCTGCCCAAGGAGTATGTGAAGCAGAAGGGAGAGCGTAAGATCTTCCAGGCACACAAGA

CGGGGTGTTACTCGTCTTCGTGTTCCGACCGAAGGAACTGGACTTCCTGAAGGACGGGTTCCTCATACACTTCGTCTTCCCTCTCGCATTCTAGAAGGTCCGTGTGTTCT

880

Talin head

N C G Q M S E I E A K V R Y V K L A R S L K T Y G V S F F L V K E K M K G

ATTGTGGGCAGATGAGTGAGATTGAGGCCAAGGTCCGCTACGTGAAGCTAGCCCGTTCTCTCAAGACTTACGGTGTCTCCTTCTTCCTGGTGAAGGAAAAAATGAAAGGG

TAACACCCGTCTACTCACTCTAACTCCGGTTCCAGGCGATGCACTTCGATCGGGCAAGAGAGTTCTGAATGCCACAGAGGAAGAAGGACCACTTCCTTTTTTACTTTCCC

990

Talin head

K N K L V P R L L G I T K E C V M R V D E K T K E V I Q E W N L T N I K R

AAGAACAAGCTAGTGCCCAGGCTTCTGGGCATCACCAAGGAGTGTGTGATGCGAGTGGATGAGAAGACCAAGGAAGTGATCCAGGAGTGGAACCTCACCAACATCAAACG

TTCTTGTTCGATCACGGGTCCGAAGACCCGTAGTGGTTCCTCACACACTACGCTCACCTACTCTTCTGGTTCCTTCACTAGGTCCTCACCTTGGAGTGGTTGTAGTTTGC
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HindII I

1100

Talin head

W A A S P K S F T L D F G D Y Q D G Y Y S V Q T T E G E Q I A Q L I A G

CTGGGCTGCGTCTCCCAAAAGCTTCACCCTGGATTTTGGAGATTACCAAGATGGCTATTACTCAGTACAGACAACTGAAGGGGAGCAGATcGCACAGCTCATTGCtGGCT

GACCCGACGCAGAGGGTTTTCGAAGTGGGACCTAAAACCTCTAATGGTTCTACCGATAATGAGTCATGTCTGTTGACTTCCCCTCGTCTAgCGTGTCGAGTAACGaCCGA

1210

1320

1430

1540

1650

1760

1870

1980

2090
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PvuI

2200

N T A A N L L L T T I G G P K E L T A F L H N M G D H V T R L D R W E P E

                         * T V R R S R Q S G S

ACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAG

TGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCTCCTGGCTTCCTCGATTGGCGAAAAAACGTGTTGTACCCCCTAGTACATTGAGCGGAACTAGCAACCCTTGGCCTC

FspI

2310

L N E A I P N D E R D T T M P V A M A T T L R K L L T G E L L T L A S R Q

S F S A M G F S S R S V V I G T A I A V V N R L S N V P S S S V R A E R C

CTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCA

GACTTACTTCGGTATGGTTTGCTGCTCGCACTGTGGTGCTACGGACATCGTTACCGTTGTTGCAACGCGTTTGATAATTGACCGCTTGATGAATGAGATCGAAGGGCCGT

BglI

2420

Q L I D W M E A D K V A G P L L R S A L P A G W F I A D K S G A G E R G

C N I S Q I S A S L T A P G S R R E A R G A P Q N I A S L D P A P S R P D

ACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGT

TGTTAATTATCTGACCTACCTCCGCCTATTTCAACGTCCTGGTGAAGACGCGAGCCGGGAAGGCCGACCGACCAAATAACGACTATTTAGACCTCGGCCACTCGCACCCA

AhdI

2530

S R G I I A A L G P D G K P S R I V V I Y T T G S Q A T M D E R N R Q I A

R P I M                                 

CTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCT

GAGCGCCATAGTAACGTCGTGACCCCGGTCTACCATTCGGGAGGGCATAGCATCAATAGATGTGCTGCCCCTCAGTCCGTTGATACCTACTTGCTTTATCTGTCTAGCGA

2640

E I G A S L I K H W *                           

GAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAA

CTCTATCCACGGAGTGACTAATTCGTAACCATTGACAGTCTGGTTCAAATGAGTATATATGAAATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTT

2750
GATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTC

CTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAGTCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAG

2860
TGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGA

ACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCCTAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCT

AlwNI

2970
GCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGC

CGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGACATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCG

3080
TGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCT

ACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATTCCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGA

3190
TGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTC

ACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCGAAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAG

3300
GGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTC

CCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAGCCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAG

PciI

3410
AGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTG

TCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAACGACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGAC
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BspQI
SapI

3520
TGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGCGCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTAT

ACCTATTGGCATAATGGCGGAAACTCACTCGACTATGGCGAGCGGCGTCGGCTTGCTGGCTCGCGTCGCTCAGTCACTCGCTCCTTCGCCTTCTCGCGGACTACGCCATA

BstZ17INdeI

3630
TTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGTATACACTCCGCTATCGCTACGT

AAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTATACCACGTGAGAGTCATGTTAGACGAGACTACGGCGTATCAATTCGGTCATATGTGAGGCGATAGCGATGCA

Tth111I
Pf lFI

3740
GACTGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGTCTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAG

CTGACCCAGTACCGACGCGGGGCTGTGGGCGGTTGTGGGCGACTGCGCGGGACTGCCCGAACAGACGAGGGCCGTAGGCGAATGTCTGTTCGACACTGGCAGAGGCCCTC

SphI NsiIMauBI

3850

                                   M V

CTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGGCAGCAGATCAATTCGCGCGCGAAGGCGAAGCGGCATGCATTTACGTTGACACCATCGAATGGTG

GACGTACACAGTCTCCAAAAGTGGCAGTAGTGGCTTTGCGCGCTCCGTCGTCTAGTTAAGCGCGCGCTTCCGCTTCGCCGTACGTAAATGCAACTGTGGTAGCTTACCAC

3960

Q N L S R Y G M I A P G R E S I Q G G E C E T S N V I R C R R V C R C L L

CAAAACCTTTCGCGGTATGGCATGATAGCGCCCGGAAGAGAGTCAATTCAGGGTGGTGAATGTGAAACCAGTAACGTTATACGATGTCGCAGAGTATGCCGGTGTCTCTT

GTTTTGGAAAGCGCCATACCGTACTATCGCGGGCCTTCTCTCAGTTAAGTCCCACCACTTACACTTTGGTCATTGCAATATGCTACAGCGTCTCATACGGCCACAGAGAA

4070

S D R F P R G E P G Q P R F C E N A G K S G S G D G G A E L H S Q P R G

                         M A E L N Y I P N R V A

ATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCACGTTTCTGCGAAAACGCGGGAAAAAGTGGAAGCGGCGATGGCGGAGCTGAATTACATTCCCAACCGCGTGGCA

TAGTCTGGCAAAGGGCGCACCACTTGGTCCGGTCGGTGCAAAGACGCTTTTGCGCCCTTTTTCACCTTCGCCGCTACCGCCTCGACTTAATGTAAGGGTTGGCGCACCGT

4180

T T T G G Q T V V A D W R C H L Q S G P A R A V A N C R G D *       

Q Q L A G K Q S L L I G V A T S S L A L H A P S Q I V A A I K S R A D Q L

CAACAACTGGCGGGCAAACAGTCGTTGCTGATTGGCGTTGCCACCTCCAGTCTGGCCCTGCACGCGCCGTCGCAAATTGTCGCGGCGATTAAATCTCGCGCCGATCAACT

GTTGTTGACCGCCCGTTTGTCAGCAACGACTAACCGCAACGGTGGAGGTCAGACCGGGACGTGCGCGGCAGCGTTTAACAGCGCCGCTAATTTAGAGCGCGGCTAGTTGA

BclI*MluI

4290

G A S V V V S M V E R S G V E A C K A A V H N L L A Q R V S G L I I N Y

GGGTGCCAGCGTGGTGGTGTCGATGGTAGAACGAAGCGGCGTCGAAGCCTGTAAAGCGGCGGTGCACAATCTTCTCGCGCAACGCGTCAGTGGGCTGATCATTAACTATC

CCCACGGTCGCACCACCACAGCTACCATCTTGCTTCGCCGCAGCTTCGGACATTTCGCCGCCACGTGTTAGAAGAGCGCGTTGCGCAGTCACCCGACTAGTAATTGATAG

4400

P L D D Q D A I A V E A A C T N V P A L F L D V S D Q T P I N S I I F S H

CGCTGGATGACCAGGATGCCATTGCTGTGGAAGCTGCCTGCACTAATGTTCCGGCGTTATTTCTTGATGTCTCTGACCAGACACCCATCAACAGTATTATTTTCTCCCAT

GCGACCTACTGGTCCTACGGTAACGACACCTTCGACGGACGTGATTACAAGGCCGCAATAAAGAACTACAGAGACTGGTCTGTGGGTAGTTGTCATAATAAAAGAGGGTA

BstEII

4510

E D G T R L G V E H L V A L G H Q Q I A L L A G P L S S V S A R L R L A G

GAAGACGGTACGCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCACCAGCAAATCGCGCTGTTAGCGGGCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGG

CTTCTGCCATGCGCTGACCCGCACCTCGTAGACCAGCGTAACCCAGTGGTCGTTTAGCGCGACAATCGCCCGGGTAATTCAAGACAGAGCCGCGCAGACGCAGACCGACC

4620

W H K Y L T R N Q I Q P I A E R E G D W S A M S G F Q Q T M Q M L N E G

CTGGCATAAATATCTCACTCGCAATCAAATTCAGCCGATAGCGGAACGGGAAGGCGACTGGAGTGCCATGTCCGGTTTTCAACAAACCATGCAAATGCTGAATGAGGGCA

GACCGTATTTATAGAGTGAGCGTTAGTTTAAGTCGGCTATCGCCTTGCCCTTCCGCTGACCTCACGGTACAGGCCAAAAGTTGTTTGGTACGTTTACGACTTACTCCCGT
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4730

I V P T A M L V A N D Q M A L G A M R A I T E S G L R V G A D I S V V G Y

TCGTTCCCACTGCGATGCTGGTTGCCAACGATCAGATGGCGCTGGGCGCAATGCGCGCCATTACCGAGTCCGGGCTGCGCGTTGGTGCGGATATCTCGGTAGTGGGATAC

AGCAAGGGTGACGCTACGACCAACGGTTGCTAGTCTACCGCGACCCGCGTTACGCGCGGTAATGGCTCAGGCCCGACGCGCAACCACGCCTATAGAGCCATCACCCTATG

4840

       M L Y P A V N H H Q T G F S P A G A N Q R G P L A A T L S G

D D T E D S S C Y I P P S T T I K Q D F R L L G Q T S V D R L L Q L S Q G

GACGATACCGAAGACAGCTCATGTTATATCCCGCCGTCAACCACCATCAAACAGGATTTTCGCCTGCTGGGGCAAACCAGCGTGGACCGCTTGCTGCAACTCTCTCAGGG

CTGCTATGGCTTCTGTCGAGTACAATATAGGGCGGCAGTTGGTGGTAGTTTGTCCTAAAAGCGGACGACCCCGTTTGGTCGCACCTGGCGAACGACGTTGAGAGAGTCCC

KasI NarI* SfoI PluTI

4950

P G G E G Q S A V A R L T G E K K N H P G A Q Y A N R L S P R V G R F I N

Q A V K G N Q L L P V S L V K R K T T L A P N T Q T A S P R A L A D S L

CCAGGCGGTGAAGGGCAATCAGCTGTTGCCCGTCTCACTGGTGAAAAGAAAAACCACCCTGGCGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAA

GGTCCGCCACTTCCCGTTAGTCGACAACGGGCAGAGTGACCACTTTTCTTTTTGGTGGGACCGCGGGTTATGCGTTTGGCGGAGAGGGGCGCGCAACCGGCTAAGTAATT

3ʹ

5ʹ

5033

A A G T T G F P T G K R A V S A T Q L M *       

M Q L A R Q V S R L E S G Q *              

TGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCGCGAATTGATCTG

ACGTCGACCGTGCTGTCCAAAGGGCTGACCTTTCGCCCGTCACTCGCGTTGCGTTAATTACACTCAATCGCGCTTAACTAGAC


