Sequence: pTrcHisC_huTal-1-400.dna (Circular / 5630 bp)
Enzymes: < Unsaved Enzyme Set > (43 of 654 total)
Features: 1 visible, 1 total

Primers: 2 visible, 6 total

Unique Cutters Bold

pTrcHisC_huTal-1-406-2stop -

(5502) PIuTI
(5500) Sfol
(5499) Narl*
(5498) KasI N

\
o \

(5040) BstEII\

(4873) BclI*
(4859) MiuI

(4422) Nsil
(4420) SphI -
(4398) MauBI

(4231) PfIFI - Tth11ll
(4206) Bstz171
(4154) NdeI —

(4092) BspQI - SapI — |

(3975) Pcil

(3566) AIwNI

/

(3087) AhdI
(2969) BgII

(2864) Fspl

pTrcHisC_huTal-1-400

BfuAI - BspMI (72)

pTrcHis Forward (370 .. 390)

_Ncol (411)
’ BsaBI* (504)

/ ~ _~Ncol (528)
] ~Ncol (597)

Scal (2606)

Pvul (2718)

__HindIII (726)

_AfIII (961)
" Ncol (1054)
_PshAI (1056)
—_BseRI (1100)
- _TspMI - Xmal (1146)

- BsrGI (1156)

— BgIII (1362)

" HindIII (1621)

‘\:"XbaI (1737)
~ HindIII (1775)

/ PaeR7I - PspXI - ThI - XhoI (522)

pTrcHis Reverse (1813 .. 1830)
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BfuAI
BspMI

GTTTGACAGCTTATCATCGACTGCACGGTGCACCAATGCTTCTGGCGTCAGGCAGCCATCGGAAGCTGTGGTATGGCTGTGCAGGTCGTAAATCACTGCATAATTCGTGT

CAAACTGTCGAATAGTAGCTGACGTGCCACGTGGTTACGAAGACCGCAGTCCGTCGGTAGCCTTCGACACCATACCGACACGTCCAGCATTTAGTGACGTATTAAGCACA

CGCTCAAGGCGCACTCCCGTTCTGGATAATGTTTTTTGCGCCGACATCATAACGGTTCTGGCAAATATTCTGAAATGAGCTGTTGACAATTAATCATCCGGCTCGTATAA

GCGAGTTCCGCGTGAGGGCAAGACCTATTACAAAAAACGCGGCTGTAGTATTGCCAAGACCGTTTATAAGACTTTACTCGACAACTGTTAATTAGTAGGCCGAGCATATT

TGTGTGGAATTGTGAGCGGATAACAATTTCACACAGGAAACAGCGCCGCTGAGAAAAAGCGAAGCGGCACTGCTCTTTAACAATTTATCAGACAATCTGTGTGGGCACTC

ACACACCTTAACACTCGCCTATTGTTAAAGTGTGTCCTTTGTCGCGGCGACTCTTTTTCGCTTCGCCGTGACGAGAAATTGTTAAATAGTCTGTTAGACACACCCGTGAG

pTrcHis Forward Ncol
|GAGGTATATATTAATGTATC

GACCGGAATTATCGATTAACTTTATTATTAAAAATTAAAGAGGTATATATTAATGTATCGATTAAATAAGGAGGAATAAACCATGGGGGGTTCTCATCATCATCATCATC

CTGGCCTTAATAGCTAATTGAAATAATAATTTTTAATTTCTCCATATATAATTACATAGCTAATTTATTCCTCCTTATTTGGTACCCCCCAAGAGTAGTAGTAGTAGTAG
M G G S H H H H H

TIiI
XhoI
PspXI
BsaBI* PaeR71 Ncol

ATGGTATGGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGACGATGACGATAAGGATCGATGGATCCGACCTCGAGCCATGGTTGCACTTTCACTGAAG

TACCATACCGATCGTACTGACCACCTGTCGTTTACCCAGCCCTAGACATGCTGCTACTGCTATTCCTAGCTACCTAGGCTGGAGCTCGGTACCAACGTGAAAGTGACTTC

H G M A S M TG G QQQMGURD L Y DDDDK D RW IR PR AMV AL S L K

Ncol

ATCAGCATTGGGAATGTGGTGAAGACGATGCAGTTTGAGCCGTCTACCATGGTGTACGACGCCTGCCGCATCATTCGTGAGCGGATCCCAGAGGCCCCAGCTGGTCCTCC

B o B  mwa eEeae

TAGTCGTAACCCTTACACCACTTCTGCTACGTCAAACTCGGCAGATGGTACCACATGCTGCGGACGGCGTAGTAAGCACTCGCCTAGGGTCTCCGGGGTCGACCAGGAGG
I1 s 1 G N V VK T MAQF E P S TM VY D ATCW R I I R EUR I P E AP A G P P

HindIII

CAGCGACTTTGGGCTCTTTCTGTCAGATGATGACCCCAAAAAGGGTATATGGCTGGAGGCTGGGAAAGCTTTGGACTACTACATGCTCCGAAATGGGGACACTATGGAGT

GTCGCTGAAACCCGAGAAAGACAGTCTACTACTGGGGTTTTTCCCATATACCGACCTCCGACCCTTTCGAAACCTGATGATGTACGAGGCTTTACCCCTGTGATACCTCA
s b F G L F L s bDUD?PIKIKG I WL EAGI KA ALUD Y Y ML R NGUD T M E

ACAGGAAGAAACAGAGACCCCTGAAGATCCGTATGCTGGATGGAACTGTGAAGACGATCATGGTGGATGACTCTAAGACTGTCACTGACATGCTCATGACCATCTGTGCC

B o B  mwa eEeae

TGTCCTTCTTTGTCTCTGGGGACTTCTAGGCATACGACCTACCTTGACACTTCTGCTAGTACCACCTACTGAGATTCTGACAGTGACTGTACGAGTACTGGTAGACACGG

Y R K K Q R P L K I R ML DGT VK T I M VDD S K TV TDMILMT I C A

AfIII

CGCATTGGCATCACCAATCATGATGAATATTCATTGGTTCGAGAGCTGATGGAAGAGAAAAAGGAGGAAATAACAGGGACCTTAAGAAAGGACAAGACATTGCTGCGAGA

B o B  mwa eEeae

GCGTAACCGTAGTGGTTAGTACTACTTATAAGTAACCAAGCTCTCGACTACCTTCTCTTTTTCCTCCTTTATTGTCCCTGGAATTCTTTCCTGTTCTGTAACGACGCTCT

110

220

330

440

550

660

770

880

990
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Ncol PshAI BseRI

TGAAAAGAAGATGGAGAAACTAAAGCAGAAATTGCACACAGATGATGAGTTGAACTGGCTGGACCATGGTCGGACACTGAGGGAGCAGGGTGTAGAGGAGCACGAGACGC

B o B  mwa eEeae 1100

ACTTTTCTTCTACCTCTTTGATTTCGTCTTTAACGTGTGTCTACTACTCAACTTGACCGACCTGGTACCAGCCTGTGACTCCCTCGTCCCACATCTCCTCGTGCTCTGCG

E K KM E K L K Q K L HTTDUDTETLNMWTLTUDUHTGRTTILZRTESI QG UV ETETHTET —_
Xmal
mal
TspMI 5™

‘ KfII  BsrGI

TGCTGCTGCGGAGGAAGTTCTTTTACTCAGACCAGAATGTGGATTCCCGGGACCCTGTACAGCTGAACCTCCTGTATGTGCAGGCACGAGATGACATCCTGAATGGCTCC
1210

ACGACGACGCCTCCTTCAAGAAAATGAGTCTGGTCTTACACCTAAGGGCCCTGGGACATGTCGACTTGGAGGACATACACGTCCGTGCTCTACTGTAGGACTTACCGAGG

-
-
-
el
el
~
-n
-n

Y S bQ N VD SR D P V Q L N L L Y V Q ARDD I L N G S —_—

Stul

CATCCTGTCTCCTTTGACAAGGCCTGTGAGTTTGCTGGCTTCCAATGCCAGATCCAGTTTGGGCCCCACAATGAGCAGAAGCACAAGGCTGGCTTCCTTGACCTGAAGGA
1320

GTAGGACAGAGGAAACTGTTCCGGACACTCAAACGACCGAAGGTTACGGTCTAGGTCAAACCCGGGGTGTTACTCGTCTTCGTGTTCCGACCGAAGGAACTGGACTTCCT

H P V S F D K A CEF AG F QCQ1I Q F G P HNEIQIKHK A G F L D L K

!

BgIII

CTTCCTGCCCAAGGAGTATGTGAAGCAGAAGGGAGAGCGTAAGATCTTCCAGGCACACAAGAATTGTGGGCAGATGAGTGAGATTGAGGCCAAGGTCCGCTACGTGAAGC
1430

GAAGGACGGGTTCCTCATACACTTCGTCTTCCCTCTCGCATTCTAGAAGGTCCGTGTGTTCTTAACACCCGTCTACTCACTCTAACTCCGGTTCCAGGCGATGCACTTCG

F L P K E Y V K Q K G E R K I FQ A HKNIZ CGW QM S E I E A K V R Y V K —_—

TAGCCCGTTCTCTCAAGACTTACGGTGTCTCCTTCTTCCTGGTGAAGGAAAAAATGAAAGGGAAGAACAAGCTAGTGCCCAGGCTTCTGGGCATCACCAAGGAGTGTGTG

B T R o B B B S o o o o B I o B SO 1540

ATCGGGCAAGAGAGTTCTGAATGCCACAGAGGAAGAAGGACCACTTCCTTTTTTACTTTCCCTTCTTGTTCGATCACGGGTCCGAAGACCCGTAGTGGTTCCTCACACAC

-

AR S L K T Y GV s F F L VK EKMIK G K N K L V PR L L G I T K E C V N

HindIII

ATGCGAGTGGATGAGAAGACCAAGGAAGTGATCCAGGAGTGGAACCTCACCAACATCAAACGCTGGGCTGCGTCTCCCAAAAGCTTCACCCTGGATTTTGGAGATTACCA

+*4'F++4'F+*4‘F+*4‘F+*4'F+*4'F++4—F++4—F++4—F++4—F++4—F++4—F++4—F++4—F 1650

TACGCTCACCTACTCTTCTGGTTCCTTCACTAGGTCCTCACCTTGGAGTGGTTGTAGTTTGCGACCCGACGCAGAGGGTTTTCGAAGTGGGACCTAAAACCTCTAATGGT

M R VvV D E K T K E V I Q EW N L T N I KR W A A S P K S F T L D F G D Y Q —
fbaI

AGATGGCTATTACTCAGTACAGACAACTGAAGGGGAGCAGATCGCACAGCTCATTGCtGGCTACATCGATATCATCCTGTAATGAGTCTAGAGGGCCCTATTCTATAGTG

1760
TCTACCGATAATGAGTCATGTCTGTTGACTTCCCCTCGTCTAgCGTGTCGAGTAACGaCCGATGTAGCTATAGTAGGACATTACTCAGATCTCCCGGGATAAGATATCAC
bD G Y Y S VvV QTTEGEQTI AQ L I AG Y I DI I L B N

‘HindIII

TCACCTAAATGCTAAAGCTTGGCTGTTTTGGCGGATGAGAGAAGATTTTCAGCCTGATACAGATTAAATCAGAACGCAGAAGCGGTCTGATAAAACAGAATTTGCCTGGC

1870

AGTGGATTTACGATTTCGAACCGACAAAACCGCCTACTCTCTTCTAAAAGTCGGACTATGTCTAATTTAGTCTTGCGTCTTCGCCAGACTATTTTGTCTTAAACGGACCG
pr E I L VCFRD S L V SNAGQR

GGACTATGTCTAATTTAG
pTrcHis Reverse
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GGCAGTAGCGCGGTGGTCCCACCTGACCCCATGCCGAACTCAGAAGTGAAACGCCGTAGCGCCGATGGTAGTGTGGGGTCTCCCCATGCGAGAGTAGGGAACTGCCAGGC

B T R o B B B S o o o o B I o B SO 1980

CCGTCATCGCGCCACCAGGGTGGACTGGGGTACGGCTTGAGTCTTCACTTTGCGGCATCGCGGCTACCATCACACCCCAGAGGGGTACGCTCTCATCCCTTGACGGTCCG
4~ C Y R P P G V Q GWAS S L L sV GY R RH Y HPTEGH S L L sS s G P

ATCAAATAAAACGAAAGGCTCAGTCGAAAGACTGGGCCTTTCGTTTTATCTGTTGTTTGTCGGTGAACGCTCTCCTGAGTAGGACAAATCCGCCGGGAGCGGATTTGAAC
2090

TAGTTTATTTTGCTTTCCGAGTCAGCTTTCTGACCCGGAAAGCAAAATAGACAACAAACAGCCACTTGCGAGAGGACTCATCCTGTTTAGGCGGCCCTCGCCTAAACTTG
M L Y F S L S L R F V P G K T K D T T Q R HV S E Q T P C I R R S R I Q V

GTTGCGAAGCAACGGCCCGGAGGGTGGCGGGCAGGACGCCCGCCATAAACTGCCAGGCATCAAATTAAGCAGAAGGCCATCCTGACGGATGGCCTTTTTGCGTTTCTACA

B o T i e S  ar  a a  E  LSSaa  w arar at 2200

CAACGCTTCGTTGCCGGGCCTCCCACCGCCCGTCCTGCGGGCGGTATTTGACGGTCCGTAGTTTAATTCGTCTTCCGGTAGGACTGCCTACCGGAAAAACGCAAAGATGT

M A F L R F Y —_—
~ N R L L P G S P P P C S AR WL s G P M

AACTCTTTTTGTTTATTTTTCTAAATACATTCAAATATGTATCCGCTCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCA

B o o L o e B e 2310

TTGAGAAAAACAAATAAAAAGATTTATGTAAGTTTATACATAGGCGAGTACTCTGTTATTGGGACTATTTACGAAGTTATTATAACTTTTTCCTTCTCATACTCATAAGT
K L F L F I F LNTFK YV S AHTETTITTILTINASTITIILTIKTEKTETETYTETZY S —
M S I Q =)

ACATTTCCGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTGCAC

B o B s L B A e e R e o 2420

TGTAAAGGCACAGCGGGAATAAGGGAAAAAACGCCGTAAAACGGAAGGACAAAAACGAGTGGGTCTTTGCGACCACTTTCATTTTCTACGACTTCTAGTCAACCCACGTG

T F P CR P Y S L F CG I L P S C F C s PR N AGE S K R C E [
H F R V A L I P F F A A F C L P V F A H P E T L VKV KD A EDOQL G A —

GAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCTGCTATGTGGCGCG

I t t t t I t t t t 4'F+*4'F++4'F+*4'F+*4'F+*4—F++4—F++4—F++4—F++4—F++4—F++4—F++4—P+4—F 2530

CTCACCCAATGTAGCTTGACCTAGAGTTGTCGCCATTCTAGGAACTCTCAAAAGCGGGGCTTCTTGCAAAAGGTTACTACTCGTGAAAATTTCAAGACGATACACCGCGC
R VvV G Yy I E L DL N SGK I L E S F R P EEWRFPMMSTFK VL L C G A —

Scal

GTATTATCCCGTGTTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTCACAGAAAAGCATCTTACGGATGG
2640

CATAATAGGGCACAACTGCGGCCCGTTCTCGTTGAGCCAGCGGCGTATGTGATAAGAGTCTTACTGAACCAACTCATGAGTGGTCAGTGTCTTTTCGTAGAATGCCTACC
VESIERRSER RESVERDENATE G EROSNE S O SN[ G RAENR ST SN H Y ES SN0 BENES DS SN VENE SRS PA/ SN ERS KOS H SN DN G —

Pvul

CATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGATCGGAGGACCGAAGGAGCTAACCGCTTTTTTGC

B T e B 2750

GTACTGTCATTCTCTTAATACGTCACGACGGTATTGGTACTCACTATTGTGACGCCGGTTGAATGAAGACTGTTGCTAGCCTCCTGGCTTCCTCGATTGGCGAAAAAACG
MESEVEE REE S [E CS AT AT TR TS M ST DR N AT AT AN S SR T S GG N PE KR E SR (ST AT S € —

ACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAACGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACG

2860
TGTTGTACCCCCTAGTACATTGAGCGGAACTAGCAACCCTTGGCCTCGACTTACTTCGGTATGGTTTGCTGCTCGCACTGTGGTGCTACGGACATCGTTACCGTTGTTGC
H NM G DH V T R L DR WE P E L NEATI PNIDEWRIDTTM®PV A MATT —
- E T VRR SR Q S G S S F S AMG F S SR SV VI GT AT AV V
Fspl BglI

TTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATAGACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCC

B A e e B T e  EL e o e 2970

AACGCGTTTGATAATTGACCGCTTGATGAATGAGATCGAAGGGCCGTTGTTAATTATCTGACCTACCTCCGCCTATTTCAACGTCCTGGTGAAGACGCGAGCCGGGAAGG

L R K L L TG E L L T L ASRQQL I DWWMEAD K V AGUP L L R S A L P —_—
4= N R L S N V P S S S VR A EUR CCNT s Q I s A S L TAUP G SRR E AR G

GGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGTCTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACA

B T e B e o e e e o 3080

CCGACCGACCAAATAACGACTATTTAGACCTCGGCCACTCGCACCCAGAGCGCCATAGTAACGTCGTGACCCCGGTCTACCATTCGGGAGGGCATAGCATCAATAGATGT

A G W F I ADIK SGAGEWRG SR G T I AALGU®PUDSGI K P SR I V V I Y —_—
— AP Q N I A S L D P AP SR P DR P I M
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AhdI

CGACGGGGAGTCAGGCAACTATGGATGAACGAAATAGACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTT

B o B  mwa eEeae 3190

GCTGCCCCTCAGTCCGTTGATACCTACTTGCTTTATCTGTCTAGCGACTCTATCCACGGAGTGACTAATTCGTAACCATTGACAGTCTGGTTCAAATGAGTATATATGAA
T T G S Q AT M D E R N R Q I A E I G A S L I K H W E -_—)

TAGATTGATTTAAAACTTCATTTTTAATTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTC
3300

ATCTAACTAAATTTTGAAGTAAAAATTAAATTTTCCTAGATCCACTTCTAGGAAAAACTATTAGAGTACTGGTTTTAGGGAATTGCACTCAAAAGCAAGGTGACTCGCAG

AGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGG

B o B  mwa eEeae 3410

TCTGGGGCATCTTTTCTAGTTTCCTAGAAGAACTCTAGGAAAAAAAGACGCGCATTAGACGACGAACGTTTGTTTTTTTGGTGGCGATGGTCGCCACCAAACAAACGGCC

ATCAAGAGCTACCAACTCTTTTTCCGAAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCT
3520

TAGTTCTCGATGGTTGAGAAAAAGGCTTCCATTGACCGAAGTCGTCTCGCGTCTATGGTTTATGACAGGAAGATCACATCGGCATCAATCCGGTGGTGAAGTTCTTGAGA

AlwNI

GTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAA

B o B  mwa eEeae 3630

CATCGTGGCGGATGTATGGAGCGAGACGATTAGGACAATGGTCACCGACGACGGTCACCGCTATTCAGCACAGAATGGCCCAACCTGAGTTCTGCTATCAATGGCCTATT

GGCGCAGCGGTCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGC
3740

CCGCGTCGCCAGCCCGACTTGCCCCCCAAGCACGTGTGTCGGGTCGAACCTCGCTTGCTGGATGTGGCTTGACTCTATGGATGTCGCACTCGATACTCTTTCGCGGTGCG

TTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTC

B T R o B B B S o o o o B I o B SO 3850

AAGGGCTTCCCTCTTTCCGCCTGTCCATAGGCCATTCGCCGTCCCAGCCTTGTCCTCTCGCGTGCTCCCTCGAAGGTCCCCCTTTGCGGACCATAGAAATATCAGGACAG

GGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTG

B o B  mwa eEeae 3960

CCCAAAGCGGTGGAGACTGAACTCGCAGCTAAAAACACTACGAGCAGTCCCCCCGCCTCGGATACCTTTTTGCGGTCGTTGCGCCGGAAAAATGCCAAGGACCGGAAAAC

Pcil

CTGGCCTTTTGCTCACATGTTCTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCCTTTGAGTGAGCTGATACCGCTCGCCGCAGCCGAACGACCGAGC

B T R o B B B S o o o o B I o B SO 4070

GACCGGAAAACGAGTGTACAAGAAAGGACGCAATAGGGGACTAAGACACCTATTGGCATAATGGCGGAAACTCACTCGACTATGGCGAGCGGCGTCGGCTTGCTGGCTCG

Sapl
BspQI Ndel

GCAGCGAGTCAGTGAGCGAGGAAGCGGAAGAGCGCCTGATGCGGTATTTTCTCCTTACGCATCTGTGCGGTATTTCACACCGCATATGGTGCACTCTCAGTACAATCTGC

B e L L  E  wa w EEEEE 4180

CGTCGCTCAGTCACTCGCTCCTTCGCCTTCTCGCGGACTACGCCATAAAAGAGGAATGCGTAGACACGCCATAAAGTGTGGCGTATACCACGTGAGAGTCATGTTAGACG

PfIFI
BstZ171 Tth111l

TCTGATGCCGCATAGTTAAGCCAGTATACACTCCGCTATCGCTACGTGACTGGGTCATGGCTGCGCCCCGACACCCGCCAACACCCGCTGACGCGCCCTGACGGGCTTGT

-H+|—H+|—H—H+H—|—H—H—H+|—H—H—H—H+H—FH—H—H+ 4290

AGACTACGGCGTATCAATTCGGTCATATGTGAGGCGATAGCGATGCACTGACCCAGTACCGACGCGGGGCTGTGGGCGGTTGTGGGCGACTGCGCGGGACTGCCCGAACA

MauBI

CTGCTCCCGGCATCCGCTTACAGACAAGCTGTGACCGTCTCCGGGAGCTGCATGTGTCAGAGGTTTTCACCGTCATCACCGAAACGCGCGAGGCAGCAGATCAATTCGCG
4400

GACGAGGGCCGTAGGCGAATGTCTGTTCGACACTGGCAGAGGCCCTCGACGTACACAGTCTCCAAAAGTGGCAGTAGTGGCTTTGCGCGCTCCGTCGTCTAGTTAAGCGC

SphI NsiI

CGCGAAGGCGAAGCGGCATGCATTTACGTTGACACCATCGAATGGTGCAAAACCTTTCGCGGTATGGCATGATAGCGCCCGGAAGAGAGTCAATTCAGGGTGGTGAATGT

I—H—|—|—|—|—H—|+|—H—H+|—H+|—H—H—H—H+|—H—|—H—|—H+ 4510

GCGCTTCCGCTTCGCCGTACGTAAATGCAACTGTGGTAGCTTACCACGTTTTGGAAAGCGCCATACCGTACTATCGCGGGCCTTCTCTCAGTTAAGTCCCACCACTTACA
M vV Q N L S R Y G M I A P GUR E S I Q G G E C —
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GAAACCAGTAACGTTATACGATGTCGCAGAGTATGCCGGTGTCTCTTATCAGACCGTTTCCCGCGTGGTGAACCAGGCCAGCCACGTTTCTGCGAAAACGCGGGAAAAAG

B T R o B B B S o o o o B I o B SO 4620

CTTTGGTCATTGCAATATGCTACAGCGTCTCATACGGCCACAGAGAATAGTCTGGCAAAGGGCGCACCACTTGGTCCGGTCGGTGCAAAGACGCTTTTGCGCCCTTTTTC
E T S NV I R CR R V CRC L L s DU RF PR G EZPGQ?PUR F CENAGIK S o

TGGAAGCGGCGATGGCGGAGCTGAATTACATTCCCAACCGCGTGGCACAACAACTGGCGGGCAAACAGTCGTTGCTGATTGGCGTTGCCACCTCCAGTCTGGCCCTGCAC

4730
ACCTTCGCCGCTACCGCCTCGACTTAATGTAAGGGTTGGCGCACCGTGTTGTTGACCGCCCGTTTGTCAGCAACGACTAACCGCAACGGTGGAGGTCAGACCGGGACGTG
G S GD GG AETLUHSQ®PRGTTTG GO QT V V ADMW R RTCUHTILGQSG P A —
M A E L NY I PNR VAQQLAGT KIS QSTLTILTIGVATS S L ALH —_

GCGCCGTCGCAAATTGTCGCGGCGATTAAATCTCGCGCCGATCAACTGGGTGCCAGCGTGGTGGTGTCGATGGTAGAACGAAGCGGCGTCGAAGCCTGTAAAGCGGCGGT

B o B  mwa eEeae 4840

CGCGGCAGCGTTTAACAGCGCCGCTAATTTAGAGCGCGGCTAGTTGACCCACGGTCGCACCACCACAGCTACCATCTTGCTTCGCCGCAGCTTCGGACATTTCGCCGCCA

R AV AN C R G D E -_—
A P S Q I V AAT K SR ADIAQLGASVVV SMVEI R S G V EATCK A AV —_—

Miul BclI*

GCACAATCTTCTCGCGCAACGCGTCAGTGGGCTGATCATTAACTATCCGCTGGATGACCAGGATGCCATTGCTGTGGAAGCTGCCTGCACTAATGTTCCGGCGTTATTTC

B o B  mwa eEeae 4950

CGTGTTAGAAGAGCGCGTTGCGCAGTCACCCGACTAGTAATTGATAGGCGACCTACTGGTCCTACGGTAACGACACCTTCGACGGACGTGATTACAAGGCCGCAATAAAG
H N L L AQ R V S G L I I N Y P L DDQDA AT AV EAACTNV P A L F —_—)

BstEII

TTGATGTCTCTGACCAGACACCCATCAACAGTATTATTTTCTCCCATGAAGACGGTACGCGACTGGGCGTGGAGCATCTGGTCGCATTGGGTCACCAGCAAATCGCGCTG

B o B  mwa eEeae 5060

AACTACAGAGACTGGTCTGTGGGTAGTTGTCATAATAAAAGAGGGTACTTCTGCCATGCGCTGACCCGCACCTCGTAGACCAGCGTAACCCAGTGGTCGTTTAGCGCGAC
L bv s DbQ TP I NS I I F SHEUDSGT IR L GV EH L V AL GH QQ I A L —_—)

TTAGCGGGCCCATTAAGTTCTGTCTCGGCGCGTCTGCGTCTGGCTGGCTGGCATAAATATCTCACTCGCAATCAAATTCAGCCGATAGCGGAACGGGAAGGCGACTGGAG
5170

AATCGCCCGGGTAATTCAAGACAGAGCCGCGCAGACGCAGACCGACCGACCGTATTTATAGAGTGAGCGTTAGTTTAAGTCGGCTATCGCCTTGCCCTTCCGCTGACCTC
L AG P L S SV S AR LR L AGWMH K Y L TRNQTIQ?P I A ER E G D W S —)

TGCCATGTCCGGTTTTCAACAAACCATGCAAATGCTGAATGAGGGCATCGTTCCCACTGCGATGCTGGTTGCCAACGATCAGATGGCGCTGGGCGCAATGCGCGCCATTA

B o e e L e e 5280

ACGGTACAGGCCAAAAGTTGTTTGGTACGTTTACGACTTACTCCCGTAGCAAGGGTGACGCTACGACCAACGGTTGCTAGTCTACCGCGACCCGCGTTACGCGCGGTAAT
A M S G FQQTMQMLNTETGTIVPTAMTLVANUDIG QMATLTG A AMR R A I —_

CCGAGTCCGGGCTGCGCGTTGGTGCGGATATCTCGGTAGTGGGATACGACGATACCGAAGACAGCTCATGTTATATCCCGCCGTCAACCACCATCAAACAGGATTTTCGC
5390

GGCTCAGGCCCGACGCGCAACCACGCCTATAGAGCCATCACCCTATGCTGCTATGGCTTCTGTCGAGTACAATATAGGGCGGCAGTTGGTGGTAGTTTGTCCTAAAAGCG
M L Y P AV INU HUBHGI QTG F s =)
T E S G LR VG AD I SV VG YDTUDTTETUDTSSTCY I PP S TT I K QD F R —_

*
Kast 27 ‘ Sfol

!
CTGCTGGGGCAAACCAGCGTGGACCGCTTGCTGCAACTCTCTCAGGGCCAGGCGGTGAAGGGCAATCAGCTGTTGCCCGTCTCACTGGTGAAAAGAAAAACCACCCTGGC

B o B  mwa eEeae 5500

GACGACCCCGTTTGGTCGCACCTGGCGAACGACGTTGAGAGAGTCCCGGTCCGCCACTTCCCGTTAGTCGACAACGGGCAGAGTGACCACTTTTCTTTTTGGTGGGACCG

P AG AN QRGUPLAATTLSGUPGS GTETGA QSA AV ARILTSGTETKTKNIHTZPG —
L L GQ T S VDU RLILI QLSQGAOQA AV K GNA QTLILUZPV S L VKT RIEKTTTL A —_

PluTI

GCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGCAGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTG

B o B  mwa eEeae 5610

CGGGTTATGCGTTTGGCGGAGAGGGGCGCGCAACCGGCTAAGTAATTACGTCGACCGTGCTGTCCAAAGGGCTGACCTTTCGCCCGTCACTCGCGTTGCGTTAATTACAC

A Q Y A NR L S PR VGV R F I NAAGTTGF PTG KU R AV S A TOQL ME =
P N T Q T A S PR AL AD S L MQUL AR QV SR L E S G Q E -_—
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pTrcHisC_huTal-1-400.dna (Circular / 5630 bp)

AGTTAGCGCGAATTGATCTG 3

- cee 5630

TCAATCGCGCTTAACTAGAC 5'

-
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