Sequence: pTorD-H6.dna (Circular / 5870 bp) v Confirmed experimentally
Enzymes: Unique 6+ Cutters (48 of 666 total)

Unique Cutters Bold
Features: 14 total
Primers: 4 total

E. coli TorD with C-terminal 6xHis in pET28a. The mutation N at position 46 was changed back to the wildtype S via inverse PCR.

SphI (1)
(5662) BstAPI

SgrAl (149)
(5338) Miul T7 promoter

(5324) Balr*

(5138) NmeAIIl Xbal (256)
(5135) Apal

(5131) PSpOMI pTorD-R-pET28a-Ncol (295 .. 329)

NcoI (295)
(4927) BssHII oy Nhel (344)
(4892) EcoRV BmtI (348)
(4836) HincII - Hpal

TorD-R-G137 (402 .. 440)
TorD-F-G137 (441 .. 471)

SacIl (526)
6xHis
HindIII (919)

(4497) PshAI

pTorD-F-pET28a-HindIIl (894 .. 924)

EagI - NotI (926)
PaeR7I - PspXI - XhoI (934)

6xHis

pTorD-H6
5870 bp

—
(4281) BgII

(4260) FspAI
(4232) PpuMI

Dralll (1341)
Psil (1466)

AsiSI - Pvul (2041
(3715 .. 3724) TorD-F-G137 \ ( )
TspMI - Xmal (2163
(3495) PfIFI - Tth111I Smalp (2165) (2163)
(3470) BstzZ171
(3469) Accl

(3433) Tatl
(3354) BspQI - Sapl

(3237) Pcil

BspDI - Clal (2346)
Nrul (2382)

Acul (2695)
(3064) BssSal AIwNI (2828)
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