
Unique Cutters Bold
Sequence:  pcDNA3.1(+) mCherry.ape  (Circular / 6071 bp)
Enzymes:  Unique 6+ Cutters  (46 of 666 total)
Features:  28 total
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pcDNA3.1(+) mCherry
6071 bp



pcDNA3.1(+) mCherry.ape  (Circular / 6071 bp)

DNA Type:  Synthetic DNA
 
 Unspecified

  Dam-  Dcm-  EcoKI-

Description:  
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