Sequence: pmr101A-cPr-mCherry (ErmR).dna (Circular / 4225 bp)
Enzymes: Unique Cutters (49 of 667 total) Unique Cutters Bold
Features: 12 total

Primers: 2 total

(4160) EcoNI Sphl (0)
Afel (66)
(3925) BtgZI pmri101A forward mapping primer (129 .. 146)
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Mscl (277)
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TspGWI (312)

(3699) Swal

(3630) Sall

(3585) AclI SbfT (602)
(3581) FsplI
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BseYI - PfIMI (686)
PspFI (690)
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Alel - MsII (889)
BsrGI (947)
HindIII (969)
BamHI (975)
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(3420) Bsal

pmri01A-cPr-mCherry (ErmR)

4225 bp T7 Term (1025 .. 1043)

T7 terminatof

BspEI (1105)

EcoRV (1111)
BspDI - ClaI (1116)
PpuMI (1143)
AfIIII (1210)
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SnaBI (1414)
BsmI (1504)

(2563) Sacll J sS————
(2516) PfoI*

(2324) BstzZ171
(2315) BmtI
(2311) Nhel

-10 Scal (1936)
RBS RBS

Printed from SnapGene®: Sep 24, 2021 12:07 PM Page 1



