Sequence: pmr101A-cPr-mNeonGreen (ErmR).dna (Circular / 4222 bp)
Enzymes: Unique Cutters (50 of 667 total)

Features: 12 total

Primers: 2 total

Unique Cutters Bold

Sphl (0)

(4157) EcoNI Afel (66)

(3922) BtgzI pmr101A forward mapping primer (129 .. 146)
g

(3921) Dralll BgIII (190)
(3876) DrdI RBS
(3811) BmeT110I
(3810) Aval - BsoBI Ncol (241)

(3793) Psil BciVI (367)
(3696) Swal PfIMI (370)
(3627) Sall BaeGI - Bmel580I (440)

(3601) PstI

(3582) AclI \

(3578) Fspl

(3504) NmeAlIIl
(3476) BglI
(3426) BpmlI

(3356) AhdI

BsiWI (590)

Pvull (679)

BsaBI* (777)
Btsal (782)

Eco53kI (962)
Sacl (964)

HindIII (966)
BamHI (972)

BlpI (1025)
pmri01A-cPr-mNeonGreen (ErmR)

4222 bp T7 Term (1022 .. 1040)

T7 terminatof

BspEI (1102)
EcoRV (1108)
BspDI - Clal (1113)
PpuMI (1140)

(3045) BstBI

N

BsmlI (1501)

-10 XcmI (1430)
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e

Trﬁsb‘s

(2685) BssSal

(2560) SaclI
(2513) PfoI*

Tatl (1931)

(2312) BmtI Scal (1933)
(2308) Nhel RBS

RBS Acul (2015)
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