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pcDNA3.1(+) REEP5(Mouse)-mEmerald (6632 bp)

gacggatcgggagatctcccgatcccctatggtgcactctcagtacaatctgctctgatgccgcatagttaagccagtatctgctccctgcttgtgtgttggaggtc

ctgcctagccctctagagggctaggggataccacgtgagagtcatgttagacgagactacggcgtatcaattcggtcatagacgagggacgaacacacaacctccag

BglII

pRS-marker

10 20 30 40 50 60 70 80 90 100

gctgagtagtgcgcgagcaaaatttaagctacaacaaggcaaggcttgaccgacaattgcatgaagaatctgcttagggttaggcgttttgcgctgcttcgcgatgt

cgactcatcacgcgctcgttttaaattcgatgttgttccgttccgaactggctgttaacgtacttcttagacgaatcccaatccgcaaaacgcgacgaagcgctaca

MfeI NruIBpu10I

110 120 130 140 150 160 170 180 190 200 210

acgggccagatatacgcgttgacattgattattgactagttattaatagtaatcaattacggggtcattagttcatagcccatatatggagttccgcgttacataac

tgcccggtctatatgcgcaactgtaactaataactgatcaataattatcattagttaatgccccagtaatcaagtatcgggtatatacctcaaggcgcaatgtattg

MluI SpeI
AflIII

CMV enhancer

220 230 240 250 260 270 280 290 300 310 320

ttacggtaaatggcccgcctggctgaccgcccaacgacccccgcccattgacgtcaataatgacgtatgttcccatagtaacgccaatagggactttccattgacgt

aatgccatttaccgggcggaccgactggcgggttgctgggggcgggtaactgcagttattactgcatacaagggtatcattgcggttatccctgaaaggtaactgca

CMV enhancer

330 340 350 360 370 380 390 400 410 420

caatgggtggagtatttacggtaaactgcccacttggcagtacatcaagtgtatcatatgccaagtacgccccctattgacgtcaatgacggtaaatggcccgcctg

gttacccacctcataaatgccatttgacgggtgaaccgtcatgtagttcacatagtatacggttcatgcgggggataactgcagttactgccatttaccgggcggac

NdeI

CMV enhancer

430 440 450 460 470 480 490 500 510 520 530

gcattatgcccagtacatgaccttatgggactttcctacttggcagtacatctacgtattagtcatcgctattaccatggtgatgcggttttggcagtacatcaatg

cgtaatacgggtcatgtactggaataccctgaaaggatgaaccgtcatgtagatgcataatcagtagcgataatggtaccactacgccaaaaccgtcatgtagttac

CspCISnaBI

CMV enhancer CMV promoter

540 550 560 570 580 590 600 610 620 630 640

ggcgtggatagcggtttgactcacggggatttccaagtctccaccccattgacgtcaatgggagtttgttttggcaccaaaatcaacgggactttccaaaatgtcgt

ccgcacctatcgccaaactgagtgcccctaaaggttcagaggtggggtaactgcagttaccctcaaacaaaaccgtggttttagttgccctgaaaggttttacagca

CMV promoter

650 660 670 680 690 700 710 720 730 740
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aacaactccgccccattgacgcaaatgggcggtaggcgtgtacggtgggaggtctatataagcagagctctctggctaactagagaacccactgcttactggcttat

ttgttgaggcggggtaactgcgtttacccgccatccgcacatgccaccctccagatatattcgtctcgagagaccgattgatctcttgggtgacgaatgaccgaata

SacI
Eco53kI

CMV promoter
CMV-F

750 760 770 780 790 800 810 820 830 840 850

cgaaattaatacgactcactatagggagacccaagctggctagcgtttaaacttaagcttggtaccgagctcggatccactagtccagtgtggtggaattcATGTCC

gctttaattatgctgagtgatatccctctgggttcgaccgatcgcaaatttgaattcgaaccatggctcgagcctaggtgatcaggtcacaccaccttaagTACAGG

BmtI
BsaI KpnINheI PmeI SacI SpeI

AflII
BamHI

BstXI
EcoRIAcc65I Eco53kI

HindIII

M S
2

T7
T7 promoter

gcttggtaccgagctcggatccactagtccagtgtggtggaattcATGTCC

cggatccactagtccagtgtggtggaattcATGTCC

860 870 880 890 900 910 920 930 940 950 960

GCAGCCATGAGGGAGAGGTTCGACCGGTTCCTGCACGAGAAGAACTGCATGACTGATCTCCTCGCCAAGCTCGAGGCCAAGACCGGAGTGAACCGGAGCTTCATCGC

CGTCGGTACTCCCTCTCCAAGCTGGCCAAGGACGTGCTCTTCTTGACGTACTGACTAGAGGAGCGGTTCGAGCTCCGGTTCTGGCCTCACTTGGCCTCGAAGTAGCG

AgeI AvaI
TliI
XhoI
BsoBI
PspXI
PaeR7I

A A
4

M R
6

E R
8

F D
10

R F
12

L H
14

E K
16

N C
18

M T
20

D L
22

L A
24

K L
26

E A
28

K T
30

G V
32

N R
34

S F
36

I A
38

mouse REEP5/DP1

GCAGCCATGAGGGAGAGGTTCGAC

GCAGCCATG

970 980 990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070

GCTCGGTGTCATCGGACTGGTGGCTTTGTATCTGGTGTTCGGTTATGGAGCCTCTCTCCTCTGCAACCTGATAGGTTTCGGATACCCAGCCTACATCTCAATGAAAG

CGAGCCACAGTAGCCTGACCACCGAAACATAGACCACAAGCCAATACCTCGGAGAGAGGAGACGTTGGACTATCCAAAGCCTATGGGTCGGATGTAGAGTTACTTTC

PsrI

L G
40

V I
42

G L
44

V A
46

L Y
48

L V
50

F G
52

Y G
54

A S
56

L L
58

C N
60

L I
62

G F
64

G Y
66

P A
68

Y I
70

S M
72

K

mouse REEP5/DP1

1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170
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CCATCGAGAGTCCCAACAAAGATGATGACACCCAGTGGCTGACGTACTGGGTGGTATATGGTGTGTTCAGCATTGCCGAATTCTTCTCCGATCTCTTCCTGTCCTGG

GGTAGCTCTCAGGGTTGTTTCTACTACTGTGGGTCACCGACTGCATGACCCACCATATACCACACAAGTCGTAACGGCTTAAGAAGAGGCTAGAGAAGGACAGGACC

EcoRIDraIII

A
74

I E
76

S P
78

N K
80

D D
82

D T
84

Q W
86

L T
88

Y W
90

V V
92

Y G
94

V F
96

S I
98

A E
100

F F
102

S D
104

L F
106

L S
108

W

mouse REEP5/DP1

1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280

TTCCCCTTCTACTACATGCTGAAGTGTGGCTTCCTGCTGTGGTGCATGGCCCCCAGCCCGGCTAATGGGGCTGAGATGCTCTACAGGCGAATCATCCGTCCTATCTT

AAGGGGAAGATGATGTACGACTTCACACCGAAGGACGACACCACGTACCGGGGGTCGGGCCGATTACCCCGACTCTACGAGATGTCCGCTTAGTAGGCAGGATAGAA

F
110

P F
112

Y Y
114

M L
116

K C
118

G F
120

L L
122

W C
124

M A
126

P S
128

P A
130

N G
132

A E
134

M L
136

Y R
138

R I
140

I R
142

P I
144

F

mouse REEP5/DP1

1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390

CCTCAAGCACGAGTCCCAGGTAGACAGTGTGGTGAAGGACGTGAAGGACAAAGCCAAAGAGACTGCAGATGCCATCAGCAAAGAAGTCAAGAAAGCTACAGTGAACT

GGAGTTCGTGCTCAGGGTCCATCTGTCACACCACTTCCTGCACTTCCTGTTTCGGTTTCTCTGACGTCTACGGTAGTCGTTTCTTCAGTTCTTTCGATGTCACTTGA

PstIBmgBI

L
146

K H
148

E S
150

Q V
152

D S
154

V V
156

K D
158

V K
160

D K
162

A K
164

E T
166

A D
168

A I
170

S K
172

E V
174

K K
176

A T
178

V N
180

mouse REEP5/DP1

1,400 1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490

TGCTGGGCGATGAGAAGAAGAGCACCatggtgagcaagggcgaggagctgttcaccggggtggtgcccatcctggtcgagctggacggcgacgtaaacggccacaag

ACGACCCGCTACTCTTCTTCTCGTGGtaccactcgttcccgctcctcgacaagtggccccaccacgggtaggaccagctcgacctgccgctgcatttgccggtgttc

M V
2

S K
4

G E
6

E L
8

F T
10

G V
12

V P
14

I L
16

V E
18

L D
20

G D
22

V N
24

G H
26

KL L
182

G D
184

E K
186

K S
188

T

mEmeraldmouse REEP5/DP1
EGFP-N

atggtgagcaagggc

GCTACTCTTCTTCTCGTGGtaccactcgttcccgctcctcgacaagtggccccaccacgg

1,500 1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

ttcagcgtgtccggcgagggcgagggcgatgccacctacggcaagctgaccctgaagttcatctgcaccaccggcaagctgcccgtgccctggcccaccctcgtgac

aagtcgcacaggccgctcccgctcccgctacggtggatgccgttcgactgggacttcaagtagacgtggtggccgttcgacgggcacgggaccgggtgggagcactg

BcgI

F
28

S V
30

S G
32

E G
34

E G
36

D A
38

T Y
40

G K
42

L T
44

L K
46

F I
48

C T
50

T G
52

K L
54

P V
56

P W
58

P T
60

L V
62

T

mEmerald

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710
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caccttgacctacggcgtgcagtgcttcgcccgctaccccgaccacatgaagcagcacgacttcttcaagtccgccatgcccgaaggctacgtccaggagcgcacca

gtggaactggatgccgcacgtcacgaagcgggcgatggggctggtgtacttcgtcgtgctgaagaagttcaggcggtacgggcttccgatgcaggtcctcgcgtggt

PfoI

T
64

L T
66

Y G
68

V Q
70

C F
72

A R
74

Y P
76

D H
78

M K
80

Q H
82

D F
84

F K
86

S A
88

M P
90

E G
92

Y V
94

Q E
96

R T
98

mEmerald

1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810

tcttcttcaaggacgacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaaccgcatcgagctgaagggcatcgacttcaaggaggac

agaagaagttcctgctgccgttgatgttctgggcgcggctccacttcaagctcccgctgtgggaccacttggcgtagctcgacttcccgtagctgaagttcctcctg

I F
100

F K
102

D D
104

G N
106

Y K
108

T R
110

A E
112

V K
114

F E
116

G D
118

T L
120

V N
122

R I
124

E L
126

K G
128

I D
130

F K
132

E D
134

mEmerald
EXFP-R

aaggacgacggcaactacaag

1,820 1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920

ggcaacatcctggggcacaagctggagtacaactacaacagccacaaggtctatatcaccgccgacaagcagaagaacggcatcaaggtgaacttcaagacccgcca

ccgttgtaggaccccgtgttcgacctcatgttgatgttgtcggtgttccagatatagtggcggctgttcgtcttcttgccgtagttccacttgaagttctgggcggt

G N
136

I L
138

G H
140

K L
142

E Y
144

N Y
146

N S
148

H K
150

V Y
152

I T
154

A D
156

K Q
158

K N
160

G I
162

K V
164

N F
166

K T
168

R H
170

mEmerald

1,930 1,940 1,950 1,960 1,970 1,980 1,990 2,000 2,010 2,020 2,030

caacatcgaggacggcagcgtgcagctcgccgaccactaccagcagaacacccccatcggcgacggccccgtgctgctgcccgacaaccactacctgagcacccagt

gttgtagctcctgccgtcgcacgtcgagcggctggtgatggtcgtcttgtgggggtagccgctgccggggcacgacgacgggctgttggtgatggactcgtgggtca

Bpu10I

N I
172

E D
174

G S
176

V Q
178

L A
180

D H
182

Y Q
184

Q N
186

T P
188

I G
190

D G
192

P V
194

L L
196

P D
198

N H
200

Y L
202

S T
204

Q

mEmerald

2,040 2,050 2,060 2,070 2,080 2,090 2,100 2,110 2,120 2,130 2,140

ccaagctgagcaaagaccccaacgagaagcgcgatcacatggtcctgctggagttcgtgaccgccgccgggatcactctcggcatggacgagctgtacaagTAAtct

ggttcgactcgtttctggggttgctcttcgcgctagtgtaccaggacgacctcaagcactggcggcggccctagtgagagccgtacctgctcgacatgttcATTaga

BlpI XbaIBsrGI

S
206

K L
208

S K
210

D P
212

N E
214

K R
216

D H
218

M V
220

L L
222

E F
224

V T
226

A A
228

G I
230

T L
232

G M
234

D E
236

L Y
238

K *
1

mEmerald
EGFP-C

2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240
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agagggcccgtttaaacccgctgatcagcctcgactgtgccttctagttgccagccatctgttgttttcctaataaaatgaggaaattgcatcgcattgtctgagta

tctcccgggcaaatttgggcgactagtcggagctgacacggaagatcaacggtcggtagacaacaaaaggattattttactcctttaacgtagcgtaacagactcat

ApaI

BclIPmeIPspOMI
EcoO109I

BGH-rev

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350

ggtgtcattctattctggggggtggggtggggcaggacagcaagggggaggattgggaagacaatagcaggcatgctggggatgcggtgggctctatggcttctgag

ccacagtaagataagaccccccaccccaccccgtcctgtcgttccccctcctaacccttctgttatcgtccgtacgacccctacgccacccgagataccgaagactc

BbsI

2,360 2,370 2,380 2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460

gcggaaagaaccagctggggctctagggggtatccccacgcgccctgtagcggcgcattaagcgcggcgggtgtggtggttacgcgcagcgtgaccgctacacttgc

cgcctttcttggtcgaccccgagatcccccataggggtgcgcgggacatcgccgcgtaattcgcgccgcccacaccaccaatgcgcgtcgcactggcgatgtgaacg

f1 ori

2,470 2,480 2,490 2,500 2,510 2,520 2,530 2,540 2,550 2,560

cagcgccctagcgcccgctcctttcgctttcttcccttcctttctcgccacgttcgccggctttccccgtcaagctctaaatcgggggctccctttagggttccgat

gtcgcgggatcgcgggcgaggaaagcgaaagaagggaaggaaagagcggtgcaagcggccgaaaggggcagttcgagatttagcccccgagggaaatcccaaggcta

f1 ori
F1ori-R

2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660 2,670

ttagtgctttacggcacctcgaccccaaaaaacttgattagggtgatggttcacgtagtgggccatcgccctgatagacggtttttcgccctttgacgttggagtcc

aatcacgaaatgccgtggagctggggttttttgaactaatcccactaccaagtgcatcacccggtagcgggactatctgccaaaaagcgggaaactgcaacctcagg

DraIII

f1 ori

2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780

acgttctttaatagtggactcttgttccaaactggaacaacactcaaccctatctcggtctattcttttgatttataagggattttgccgatttcggcctattggtt

tgcaagaaattatcacctgagaacaaggtttgaccttgttgtgagttgggatagagccagataagaaaactaaatattccctaaaacggctaaagccggataaccaa

AloI
PsiIBsaXI

f1 ori
F1ori-F

2,790 2,800 2,810 2,820 2,830 2,840 2,850 2,860 2,870 2,880



5/28/2022 11:05:42 PMpcDNA3.1(+) REEP5(Mouse)-mEmerald (6632 bp) (from 2890-3424 bp)
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aaaaaatgagctgatttaacaaaaatttaacgcgaattaattctgtggaatgtgtgtcagttagggtgtggaaagtccccaggctccccagcaggcagaagtatgca

ttttttactcgactaaattgtttttaaattgcgcttaattaagacaccttacacacagtcaatcccacacctttcaggggtccgaggggtcgtccgtcttcatacgt

XmnI

SV40 promoter
f1 ori pBABE 3'

2,890 2,900 2,910 2,920 2,930 2,940 2,950 2,960 2,970 2,980 2,990

aagcatgcatctcaattagtcagcaaccaggtgtggaaagtccccaggctccccagcaggcagaagtatgcaaagcatgcatctcaattagtcagcaaccatagtcc

ttcgtacgtagagttaatcagtcgttggtccacacctttcaggggtccgaggggtcgtccgtcttcatacgtttcgtacgtagagttaatcagtcgttggtatcagg

NsiI NsiI
SexAIBstAPI BstAPI

SV40 promoter

3,000 3,010 3,020 3,030 3,040 3,050 3,060 3,070 3,080 3,090 3,100

cgcccctaactccgcccatcccgcccctaactccgcccagttccgcccattctccgccccatggctgactaattttttttatttatgcagaggccgaggccgcctct

gcggggattgaggcgggtagggcggggattgaggcgggtcaaggcgggtaagaggcggggtaccgactgattaaaaaaaataaatacgtctccggctccggcggaga

SV40 promoter
SV40 ori

SV40pro-F

3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210

gcctctgagctattccagaagtagtgaggaggcttttttggaggcctaggcttttgcaaaaagctcccgggagcttgtatatccattttcggatctgatcaagagac

cggagactcgataaggtcttcatcactcctccgaaaaaacctccggatccgaaaacgtttttcgagggccctcgaacatataggtaaaagcctagactagttctctg

AvaI BclI

SmaI

StuI
XmaIAvrII
BsoBI
TspMI

SV40 promoter
SV40 ori

3,220 3,230 3,240 3,250 3,260 3,270 3,280 3,290 3,300 3,310

aggatgaggatcgtttcgcatgattgaacaagatggattgcacgcaggttctccggccgcttgggtggagaggctattcggctatgactgggcacaacagacaatcg

tcctactcctagcaaagcgtactaacttgttctacctaacgtgcgtccaagaggccggcgaacccacctctccgataagccgatactgacccgtgttgtctgttagc

EagIBsaBI

NeoR/KanR
Neo-R

3,320 3,330 3,340 3,350 3,360 3,370 3,380 3,390 3,400 3,410 3,420
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gctgctctgatgccgccgtgttccggctgtcagcgcaggggcgcccggttctttttgtcaagaccgacctgtccggtgccctgaatgaactgcaggacgaggcagcg

cgacgagactacggcggcacaaggccgacagtcgcgtccccgcgggccaagaaaaacagttctggctggacaggccacgggacttacttgacgtcctgctccgtcgc

KasI
NarI

PstI

SfoI
PluTI

NeoR/KanR

3,430 3,440 3,450 3,460 3,470 3,480 3,490 3,500 3,510 3,520 3,530

cggctatcgtggctggccacgacgggcgttccttgcgcagctgtgctcgacgttgtcactgaagcgggaagggactggctgctattgggcgaagtgccggggcagga

gccgatagcaccgaccggtgctgcccgcaaggaacgcgtcgacacgagctgcaacagtgacttcgcccttccctgaccgacgataacccgcttcacggccccgtcct

FspIMscI PflFI
Tth111I

NeoR/KanR

3,540 3,550 3,560 3,570 3,580 3,590 3,600 3,610 3,620 3,630

tctcctgtcatctcaccttgctcctgccgagaaagtatccatcatggctgatgcaatgcggcggctgcatacgcttgatccggctacctgcccattcgaccaccaag

agaggacagtagagtggaacgaggacggctctttcataggtagtaccgactacgttacgccgccgacgtatgcgaactaggccgatggacgggtaagctggtggttc

NeoR/KanR

3,640 3,650 3,660 3,670 3,680 3,690 3,700 3,710 3,720 3,730 3,740

cgaaacatcgcatcgagcgagcacgtactcggatggaagccggtcttgtcgatcaggatgatctggacgaagagcatcaggggctcgcgccagccgaactgttcgcc

gctttgtagcgtagctcgctcgtgcatgagcctaccttcggccagaacagctagtcctactagacctgcttctcgtagtccccgagcgcggtcggcttgacaagcgg

NeoR/KanR

3,750 3,760 3,770 3,780 3,790 3,800 3,810 3,820 3,830 3,840 3,850

aggctcaaggcgcgcatgcccgacggcgaggatctcgtcgtgacccatggcgatgcctgcttgccgaatatcatggtggaaaatggccgcttttctggattcatcga

tccgagttccgcgcgtacgggctgccgctcctagagcagcactgggtaccgctacggacgaacggcttatagtaccaccttttaccggcgaaaagacctaagtagct

BssHII

NeoR/KanR

3,860 3,870 3,880 3,890 3,900 3,910 3,920 3,930 3,940 3,950

ctgtggccggctgggtgtggcggaccgctatcaggacatagcgttggctacccgtgatattgctgaagagcttggcggcgaatgggctgaccgcttcctcgtgcttt

gacaccggccgacccacaccgcctggcgatagtcctgtatcgcaaccgatgggcactataacgacttctcgaaccgccgcttacccgactggcgaaggagcacgaaa

RsrII

NeoR/KanR
Neo-F

3,960 3,970 3,980 3,990 4,000 4,010 4,020 4,030 4,040 4,050 4,060
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https://benchling.com/b-wang/f/lib_46lf8nrp-plasmid-sequence/seq_7XMOCMqP-pcdna3-1-reep5mouse-memerald/edit 8/11

acggtatcgccgctcccgattcgcagcgcatcgccttctatcgccttcttgacgagttcttctgagcgggactctggggttcgaaatgaccgaccaagcgacgccca

tgccatagcggcgagggctaagcgtcgcgtagcggaagatagcggaagaactgctcaagaagactcgccctgagaccccaagctttactggctggttcgctgcgggt

BstBI

NeoR/KanR

4,070 4,080 4,090 4,100 4,110 4,120 4,130 4,140 4,150 4,160 4,170

acctgccatcacgagatttcgattccaccgccgccttctatgaaaggttgggcttcggaatcgttttccgggacgccggctggatgatcctccagcgcggggatctc

tggacggtagtgctctaaagctaaggtggcggcggaagatactttccaacccgaagccttagcaaaaggccctgcggccgacctactaggaggtcgcgcccctagag

PfoI

4,180 4,190 4,200 4,210 4,220 4,230 4,240 4,250 4,260 4,270 4,280

atgctggagttcttcgcccaccccaacttgtttattgcagcttataatggttacaaataaagcaatagcatcacaaatttcacaaataaagcatttttttcactgca

tacgacctcaagaagcgggtggggttgaacaaataacgtcgaatattaccaatgtttatttcgttatcgtagtgtttaaagtgtttatttcgtaaaaaaagtgacgt

BsmIPsiI

SV40 poly(A) signal
SV40pA-R

4,290 4,300 4,310 4,320 4,330 4,340 4,350 4,360 4,370 4,380

ttctagttgtggtttgtccaaactcatcaatgtatcttatcatgtctgtataccgtcgacctctagctagagcttggcgtaatcatggtcatagctgtttcctgtgt

aagatcaacaccaaacaggtttgagtagttacatagaatagtacagacatatggcagctggagatcgatctcgaaccgcattagtaccagtatcgacaaaggacaca

SalI
BstZ17I

SV40 poly(A) signal
EBV-rev

M13 Reverse
M13 rev

4,390 4,400 4,410 4,420 4,430 4,440 4,450 4,460 4,470 4,480 4,490

gaaattgttatccgctcacaattccacacaacatacgagccggaagcataaagtgtaaagcctggggtgcctaatgagtgagctaactcacattaattgcgttgcgc

ctttaacaataggcgagtgttaaggtgtgttgtatgctcggccttcgtatttcacatttcggaccccacggattactcactcgattgagtgtaattaacgcaacgcg

lac promoter CAP binding sitelac operator
M13/p...erse

4,500 4,510 4,520 4,530 4,540 4,550 4,560 4,570 4,580 4,590 4,600

tcactgcccgctttccagtcgggaaacctgtcgtgccagctgcattaatgaatcggccaacgcgcggggagaggcggtttgcgtattgggcgctcttccgcttcctc

agtgacgggcgaaaggtcagccctttggacagcacggtcgacgtaattacttagccggttgcgcgcccctctccgccaaacgcataacccgcgagaaggcgaaggag

BsaXI

4,610 4,620 4,630 4,640 4,650 4,660 4,670 4,680 4,690 4,700

gctcactgactcgctgcgctcggtcgttcggctgcggcgagcggtatcagctcactcaaaggcggtaatacggttatccacagaatcaggggataacgcaggaaaga

cgagtgactgagcgacgcgagccagcaagccgacgccgctcgccatagtcgagtgagtttccgccattatgccaataggtgtcttagtcccctattgcgtcctttct

L4440

4,710 4,720 4,730 4,740 4,750 4,760 4,770 4,780 4,790 4,800 4,810



5/28/2022 11:05:42 PMpcDNA3.1(+) REEP5(Mouse)-mEmerald (6632 bp) (from 4816-5671 bp)
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acatgtgagcaaaaggccagcaaaaggccaggaaccgtaaaaaggccgcgttgctggcgtttttccataggctccgcccccctgacgagcatcacaaaaatcgacgc

tgtacactcgttttccggtcgttttccggtccttggcatttttccggcgcaacgaccgcaaaaaggtatccgaggcggggggactgctcgtagtgtttttagctgcg

PciI
AflIII

ori

4,820 4,830 4,840 4,850 4,860 4,870 4,880 4,890 4,900 4,910 4,920

tcaagtcagaggtggcgaaacccgacaggactataaagataccaggcgtttccccctggaagctccctcgtgcgctctcctgttccgaccctgccgcttaccggata

agttcagtctccaccgctttgggctgtcctgatatttctatggtccgcaaagggggaccttcgagggagcacgcgagaggacaaggctgggacggcgaatggcctat

ori
pBR322ori-F

4,930 4,940 4,950 4,960 4,970 4,980 4,990 5,000 5,010 5,020

cctgtccgcctttctcccttcgggaagcgtggcgctttctcatagctcacgctgtaggtatctcagttcggtgtaggtcgttcgctccaagctgggctgtgtgcacg

ggacaggcggaaagagggaagcccttcgcaccgcgaaagagtatcgagtgcgacatccatagagtcaagccacatccagcaagcgaggttcgacccgacacacgtgc

ori

5,030 5,040 5,050 5,060 5,070 5,080 5,090 5,100 5,110 5,120 5,130

aaccccccgttcagcccgaccgctgcgccttatccggtaactatcgtcttgagtccaacccggtaagacacgacttatcgccactggcagcagccactggtaacagg

ttggggggcaagtcgggctggcgacgcggaataggccattgatagcagaactcaggttgggccattctgtgctgaatagcggtgaccgtcgtcggtgaccattgtcc

ori

5,140 5,150 5,160 5,170 5,180 5,190 5,200 5,210 5,220 5,230 5,240

attagcagagcgaggtatgtaggcggtgctacagagttcttgaagtggtggcctaactacggctacactagaagaacagtatttggtatctgcgctctgctgaagcc

taatcgtctcgctccatacatccgccacgatgtctcaagaacttcaccaccggattgatgccgatgtgatcttcttgtcataaaccatagacgcgagacgacttcgg

ori

5,250 5,260 5,270 5,280 5,290 5,300 5,310 5,320 5,330 5,340 5,350

agttaccttcggaaaaagagttggtagctcttgatccggcaaacaaaccaccgctggtagcggtggtttttttgtttgcaagcagcagattacgcgcagaaaaaaag

tcaatggaagcctttttctcaaccatcgagaactaggccgtttgtttggtggcgaccatcgccaccaaaaaaacaaacgttcgtcgtctaatgcgcgtctttttttc

ori

5,360 5,370 5,380 5,390 5,400 5,410 5,420 5,430 5,440 5,450

gatctcaagaagatcctttgatcttttctacggggtctgacgctcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcacc

ctagagttcttctaggaaactagaaaagatgccccagactgcgagtcaccttgcttttgagtgcaattccctaaaaccagtactctaatagtttttcctagaagtgg

BspHI

ori

5,460 5,470 5,480 5,490 5,500 5,510 5,520 5,530 5,540 5,550 5,560

tagatccttttaaattaaaaatgaagttttaaatcaatctaaagtatatatgagtaaacttggtctgacagttaccaatgcttaatcagtgaggcacctatctcagc

atctaggaaaatttaatttttacttcaaaatttagttagatttcatatatactcatttgaaccagactgtcaatggttacgaattagtcactccgtggatagagtcg

AmpR

5,570 5,580 5,590 5,600 5,610 5,620 5,630 5,640 5,650 5,660 5,670



5/28/2022 11:05:42 PMpcDNA3.1(+) REEP5(Mouse)-mEmerald (6632 bp) (from 5672-6420 bp)
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gatctgtctatttcgttcatccatagttgcctgactccccgtcgtgtagataactacgatacgggagggcttaccatctggccccagtgctgcaatgataccgcgag

ctagacagataaagcaagtaggtatcaacggactgaggggcagcacatctattgatgctatgccctcccgaatggtagaccggggtcacgacgttactatggcgctc

AhdI BsaI

AmpR

5,680 5,690 5,700 5,710 5,720 5,730 5,740 5,750 5,760 5,770

acccacgctcaccggctccagatttatcagcaataaaccagccagccggaagggccgagcgcagaagtggtcctgcaactttatccgcctccatccagtctattaat

tgggtgcgagtggccgaggtctaaatagtcgttatttggtcggtcggccttcccggctcgcgtcttcaccaggacgttgaaataggcggaggtaggtcagataatta

AmpR

5,780 5,790 5,800 5,810 5,820 5,830 5,840 5,850 5,860 5,870 5,880

tgttgccgggaagctagagtaagtagttcgccagttaatagtttgcgcaacgttgttgccattgctacaggcatcgtggtgtcacgctcgtcgtttggtatggcttc

acaacggcccttcgatctcattcatcaagcggtcaattatcaaacgcgttgcaacaacggtaacgatgtccgtagcaccacagtgcgagcagcaaaccataccgaag

AclI
FspI

AmpR

5,890 5,900 5,910 5,920 5,930 5,940 5,950 5,960 5,970 5,980 5,990

attcagctccggttcccaacgatcaaggcgagttacatgatcccccatgttgtgcaaaaaagcggttagctccttcggtcctccgatcgttgtcagaagtaagttgg

taagtcgaggccaagggttgctagttccgctcaatgtactagggggtacaacacgttttttcgccaatcgaggaagccaggaggctagcaacagtcttcattcaacc

PvuI

AmpR

6,000 6,010 6,020 6,030 6,040 6,050 6,060 6,070 6,080 6,090

ccgcagtgttatcactcatggttatggcagcactgcataattctcttactgtcatgccatccgtaagatgcttttctgtgactggtgagtactcaaccaagtcattc

ggcgtcacaatagtgagtaccaataccgtcgtgacgtattaagagaatgacagtacggtaggcattctacgaaaagacactgaccactcatgagttggttcagtaag

ScaI

AmpR

6,100 6,110 6,120 6,130 6,140 6,150 6,160 6,170 6,180 6,190 6,200

tgagaatagtgtatgcggcgaccgagttgctcttgcccggcgtcaatacgggataataccgcgccacatagcagaactttaaaagtgctcatcattggaaaacgttc

actcttatcacatacgccgctggctcaacgagaacgggccgcagttatgccctattatggcgcggtgtatcgtcttgaaattttcacgagtagtaaccttttgcaag

AclIBcgI
XmnI

AmpR
Amp-R

6,210 6,220 6,230 6,240 6,250 6,260 6,270 6,280 6,290 6,300 6,310

ttcggggcgaaaactctcaaggatcttaccgctgttgagatccagttcgatgtaacccactcgtgcacccaactgatcttcagcatcttttactttcaccagcgttt

aagccccgcttttgagagttcctagaatggcgacaactctaggtcaagctacattgggtgagcacgtgggttgactagaagtcgtagaaaatgaaagtggtcgcaaa

AmpR

6,320 6,330 6,340 6,350 6,360 6,370 6,380 6,390 6,400 6,410 6,420



5/28/2022 11:05:42 PMpcDNA3.1(+) REEP5(Mouse)-mEmerald (6632 bp) (from 6421-6632 bp)
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ctgggtgagcaaaaacaggaaggcaaaatgccgcaaaaaagggaataagggcgacacggaaatgttgaatactcatactcttcctttttcaatattattgaagcatt

gacccactcgtttttgtccttccgttttacggcgttttttcccttattcccgctgtgcctttacaacttatgagtatgagaaggaaaaagttataataacttcgtaa

SspI

AmpR AmpR promoter

6,430 6,440 6,450 6,460 6,470 6,480 6,490 6,500 6,510 6,520

tatcagggttattgtctcatgagcggatacatatttgaatgtatttagaaaaataaacaaataggggttccgcgcacatttccccgaaaagtgccacctgacgtc

atagtcccaataacagagtactcgcctatgtataaacttacataaatctttttatttgtttatccccaaggcgcgtgtaaaggggcttttcacggtggactgcag

SalI
BspHI SgrDI

AmpR promoter

6,530 6,540 6,550 6,560 6,570 6,580 6,590 6,600 6,610 6,620 6,630


