(from 1-749 bp) 5/28/2022 10:37:33 PM

PcDNA3.1(+) Arl6IP1-mEmerald (6698 bp)

BglII

gacggatcgggagatctcccgatcccctatggtgecactctcagtacaatetgetetgatgecgecatagttaagecagtatetgeteectgettgtgtgttggaggte
ctgcctageectctagagggetaggggataccacgtgagagtcatgttagacgagactacggegtatcaatteggtcatagacgagggacgaacacacaacctcecag
pRS-marker

10 20 30 40 50 60 70 80 90 100

Mfel Bpulo@I Nrul

gctgagtagtgegegagcaaaatttaagctacaacaaggcaaggettgaccgacaattgecatgaagaatctgettagggttaggegttttgegetgettegegatgt
cgactcatcacgcgctegttttaaattcgatgttgttecgttccgaactggetgttaacgtacttcttagacgaatcccaatccgcaaaacgegacgaagegetaca

110 120 130 140 150 160 170 180 190 200 210

MIul Spel

acgggccagatatacgegttgacattgattattgactagttattaatagtaatcaattacggggtcattagttcatageccatatatggagttcecgegttacataac
tgcecggtctatatgegeaactgtaactaataactgatcaataattatcattagttaatgecccagtaatcaagtatcegggtatatacctcaaggegeaatgtattg

| CMV_enhancer %

220 230 240 250 260 270 280 290 300 310 320

ttacggtaaatggcecgectggetgaccgeccaacgacceccgeccattgacgtcaataatgacgtatgttcccatagtaacgecaatagggactttecattgacgt
aatgccatttaccgggeggaccgactggegggttgetgggggcgggtaactgeagttattactgecatacaagggtatcattgeggttatecctgaaaggtaactgea

S» CMV_enhancer »S
330 340 350 360 370 380 390 400 410 420
NdeI

caatgggtggagtatttacggtaaactgcccacttggecagtacatcaagtgtatcatatgecaagtacgeccectattgacgtcaatgacggtaaatggeccgectg
gttacccacctcataaatgccatttgacgggtgaaccgtcatgtagttcacatagtatacggttcatgegggggataactgecagttactgecatttaccgggeggac

3» CMV enhancer 2

430 440 450 460 470 480 490 500 510 520 530

SnaBI CspCI

gcattatgcccagtacatgaccttatgggactttcctacttggecagtacatctacgtattagtcatecgetattaccatggtgatgeggttttggecagtacatcaatg
cgtaatacgggtcatgtactggaataccctgaaaggatgaaccgtcatgtagatgeataatcagtagegataatggtaccactacgeccaaaaccgtecatgtagttac

3» CMV_enhancer p CMV_ promoter »

540 550 560 570 580 590 600 610 620 630 640

ggcgtggatageggtttgactcacggggatttccaagtctccaccccattgacgtcaatgggagtttgttttggecaccaaaatcaacgggactttccaaaatgtegt
ccgcacctatcgeccaaactgagtgeccctaaaggttcagaggtggggtaactgecagttaccctcaaacaaaaccgtggttttagttgeectgaaaggttttacagea

3» CMV promoter .

650 660 670 680 690 700 710 720 730 740
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 750-1177 bp) 5/28/2022 10:37:33 PM

Sacl
Eco53kI

aacaactccgccccattgacgcaaatgggeggtaggegtgtacggtgggaggtctatataagecagagetetetggetaactagagaacccactgettactggettat
ttgttgaggeggggtaactgegtttaccegecatecgecacatgecacectecagatatattegtetegagagaccgattgatetettgggtgacgaatgaccgaata

CMV-F
3» CMV_promoter
750 760 770 780 790 800 810 820 830 840 850
BamHI
BmtI Af1II Acc651 Eco53kI EcoRI
Bsal Nhel PmeI| HindIII  KpnI| SacI Spel BstXI

gcttggtaccgagctcggatccactagtccagtgtggtggaattcATGGCG

cgaaattaatacgactcactatagggagacccaagctggctagegtttaaacttaagettggtaccgagetcggatccactagtccagtgtggtggaattcATGGCG
gctttaattatgcectgagtgatatcectctgggttcgaccgatcgcaaatttgaattcgaaccatggetcgagectaggtgatcaggtcacaccaccttaagTACCGC

2
M A
T7
T7 promoter
860 870 880 890 900 910 920 930 940 950 960

BstXI PstI

GAGGGAGAT]

GAGGGAGATAATCGCAGCACCAACCTGCTGGCTGCAGAGACTGCAAGTCTGGAAGAACAGCTGCAAGGATGGGGAGAAGTGATGCTGATGGCTGATAAAGTCCTCCG

CTCCCTCTATTAGCGTCGTGGTTGGACGACCGACGTCTCTGACGTTCAGACCTTCTTGTCGACGTTCCTACCCCTCTTCACTACGACTACCGACTATTTCAGGAGGC

4 6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38
E GDNRSTNILLAAETASLETE- QLQGWGEVMILMADIKV LR

arl6IP1 (uniprot)

970 980 990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070

XcmI
PaqCI Xbal

ATGGGAAAGAGCCTGGTTTCCACCTGCCATCATGGGTGTGGTTTCTTTGGTGTTTCTGATTATCTACTATCTAGATCCATCTGTTCTGTCCGGCGTTTCCTGTTTTG

TACCCTTTCTCGGACCAAAGGTGGACGGTAGTACCCACACCAAAGAAACCACAAAGACTAATAGATGATAGATCTAGGTAGACAAGACAGGCCGCAAAGGACAAAAC

40 42 44 46 48 50 52 54 56 58 60 62 64 66 68 70 72
WERAWEF®PPAIMGYVVSLVFLTITIYYLDU®PSVLS GV S C/,E

TM1 (uniprot) ' TM2 (uniprot)
arl6IP1 (uniprot)

1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 1178-1605 bp) 5/28/2022 10:37:33 PM

Pf1IMI

TTATGTTTTTGTGCTTGGCTGACTACCTTGTTCCCATTCTAGCGCCTAGAATTTTTGGCTCCAATAAATGGACCACTGAACAACAGCAAAGATTCCATGAAATTTGC

AATACAAAAACACGAACCGACTGATGGAACAAGGGTAAGATCGCGGATCTTAAAAACCGAGGTTATTTACCTGGTGACTTGTTGTCGTTTCTAAGGTACTTTAAACG

74 76 78 80 82 84 86 88 90 92 94 96 98 100 102 104 106 108
VM F L C L ADY L VP ILAPRTIZ FEFSGSNIKWTTE I QQQRFWHETI?QC

TM2 (uniprot)
arl6IP1 (uniprot)

1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280

AGCAATCTAGTAAAAACTCGACGCAGAGCTGTGGGTTGGTGGAAACGCCTCTTCACACTAAAGGAAGAAAAACCTAAGATGTACTTCATGACCATGATCGTTTCCCT

TCGTTAGATCATTTTTGAGCTGCGTCTCGACACCCAACCACCTTTGCGGAGAAGTGTGATTTCCTTCTTTTTGGATTCTACATGAAGTACTGGTACTAGCAAAGGGA

11e 112 114 116 118 120 122 124 126 128 130 132 134 136 138 140 142 144
S NLVKTRIRRAVGWWIKIZRILEFTLIKEEI KPKMYFMTWMIVS.L

TM34 (uniprot)
TM3 (Kuroda et al)
arl6IP1 (uniprot)

1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390

TGCTGCGGTTGCTTGGGTGGGACAACAAGTCCACAACCTGCTTCTCACCTACCTGATAGTGACTTCCTTACTATTGCTTCCTGGACTAAACCAACATGGAATCATTT

ACGACGCCAACGAACCCACCCTGTTGTTCAGGTGTTGGACGAAGAGTGGATGGACTATCACTGAAGGAATGATAACGAAGGACCTGATTTGGTTGTACCTTAGTAAA

146 148 150 152 154 156 158 160 162 164 166 168 170 172 174 176 178 180
AAAVY AWV GQQVHNILILLT,)YL I VTS LLLILUPG/L NI QHTGITI

TM34 (uniprot)
TM3 (Kuroda et al) d TM4 (kuroda et al.)
arl6IP1 (uniprot)

1,400 1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490
PaeR71
PspXI
BsoBI
NotI Xhol
BsiWI TliI
MscI MIul Eagl Aval
atggtgagcaagggc
TGAAGTACATTGGAATGGCCAAGAGGGAGATAAACAAACTTCTCAAACAAAAAGAAAAGAAAAACGAAACGCGTACGCGGCCGCTCGAGCAGatggtgagcaagggc
ACTTCATGTAACCTTACCGGTTCTCCCTCTATTTGTTTGAAGAGTTTGTTTTTCTTTTCTTTTTGCTTTGCGCATGCGCCGGCGAGCTCGTCtaccactcgttcccg

CGGCGAGCTCGTCtaccactcgttcccg

182 184 186 188 190 192 194 196 198 200 202 1 2 3 45 6 7 8 2 4
LK Y I GMAK RETINIKTILTILI KU QKT EIKIKNETRTR®PLEIQMVS KG

arl6IP1 (uniprot) mEmerald

1,500 1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 1606-2140 bp) 5/28/2022 10:37:33 PM

BseRI Bcgl
gaggagctgttcaccggggtggtgeccatectggtegagetggacggegacgtaaacggecacaagttcagegtgtecggegagggegagggegatgecacctacgg
ctcctcgacaagtggecccaccacgggtaggaccagetcgacctgecgetgeatttgecggtgttcaagtegecacaggecgeteccgeteccgetacggtggatgec

ctcctegacaagtggecccaccacgggtagg

6 8 10 12 14 16 18 20 22 24 26 28 30 32 34 36 38 40
E ELF TG,V VP I L VELUDTGDVNSGHIKTEFEFSVSGEGEGDAT.Y@G

EGFP-N
mEmerald

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710

caagctgaccctgaagttcatctgecaccaccggeaagetgeecgtgecctggeccaccetegtgaccaccttgacctacggegtgeagtgettegeecgetaccecg

gttcgactgggacttcaagtagacgtggtggecgttegacgggecacgggaccgggtgggageactggtggaactggatgecgeacgtcacgaagegggegatggggce
42 44 46 48 50 52 54 56 58 60 62 64 66 68 70 72 74 76
K L TLKFTI CTTSGIKULUPVPWZ®PTLVTTILT)Y GV Q CF AR Y P

mEmerald

1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810

aaggacgacggcaactacaag

accacatgaagcagcacgacttcttcaagtccgecatgeccgaaggetacgtccaggagegeaccatcttettcaaggacgacggecaactacaagacccgegecgag
tggtgtacttcgtcgtgetgaagaagttcaggeggtacgggettecgatgeaggtectegegtggtagaagaagttectgetgecgttgatgttetgggegeggete

78 80 82 84 86 88 90 92 94 96 98 100 102 104 106 108 110 112
DH M K QHDFF K S AMPEGY VQEIRTTIFEFIKUDUDGNY K TR A E

EXFP-R
mEmerald

1,820 1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920

gtgaagttcgagggcgacaccctggtgaaccgecategagetgaagggcatcgacttcaaggaggacggcaacatectggggecacaagetggagtacaactacaacag

cacttcaagctcccgetgtgggaccacttggegtagetegactteccgtagetgaagttectectgecgttgtaggacceegtgttegacctcatgttgatgttgtce
114 116 118 120 122 124 126 128 130 132 134 136 138 140 142 144 146 148
vV K F EGGDTLVNRTIZEILIKGIODZEIKEUDG GNTIILTGHIKTLEYN.Y NS

mEmerald

1,930 1,940 1,950 1,960 1,970 1,980 1,990 2,000 2,010 2,020 2,030

ccacaaggtctatatcaccgccgacaagcagaagaacggcatcaaggtgaacttcaagacccgcecacaacatcgaggacggcagegtgcagetcgecgaccactacc
ggtgttccagatatagtggeggetgttcgtcttettgecgtagttccacttgaagttectgggeggtgttgtagetectgecgtegecacgtcgageggetggtgatgg
150 152 154 156 158 160 162 164 166 168 170 172 174 176 178 180 182
H K VY ITADIKU QKNG GTIUIKVNFEFKTRHNTIEWUDTGS SV QL ADH.)Y

mEmerald

2,040 2,050 2,060 2,070 2,080 2,090 2,100 2,110 2,120 2,130 2,140
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 2141-2782 bp) 5/28/2022 10:37:33 PM

BpulQI BlpI

agcagaacacccccateggegacggececgtgetgetgeccgacaaccactacctgageacccagtccaagetgagcaaagaccccaacgagaagegegatcacatg

tcgtcttgtgggggtagecgetgecggggcacgacgacgggctgttggtgatggactegtgggtcaggttegactegtttetggggttgetettegegetagtgtac
184 186 188 190 192 194 196 198 200 202 204 206 208 210 212 214 216 218
QQ N T P I GD G PV L L P DNWIHYL STOQSKUL S KIDUPNEIKRIDHM

mEmerald
2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240
Apal
Eco01091
BsrGI Xbal PspOMI  Pmel BclI

gtcctgetggagttegtgaccgecgecgggatcactcteggeatggacgagetgtacaagTAAtctagagggecegtttaaacccgetgatcagectegactgtgec
caggacgacctcaagcactggeggeggecctagtgagagecgtacctgetegacatgttcATTagatcteccgggcaaatttgggegactagteggagetgacacgg

tacctgctcgacatgttcATTagatctcccgggcaaatttgggegactagteggagetga

220 222 224 226 228 230 232 234 236 238 1
v L L EFV TAASG,I T'L GM/DE L Y K =*

EGFP-C
mEmerald | BGH-rev

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350

ttctagttgccageccatetgttgttttcctaataaaatgaggaaattgeatcgeattgtetgagtaggtgtcattetattetggggggtggggtggggcaggacage
aagatcaacggtcggtagacaacaaaaggattattttactcctttaacgtagegtaacagactcatccacagtaagataagaccceccaccecaccecgtectgteg

2,360 2,370 2,380 2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460

BbsI

aagggggaggattgggaagacaatagecaggeatgetggggatgeggtgggctetatggettetgaggeggaaagaaccagetggggctetagggggtateccecacge
ttcccecctectaacecttetgttategtecgtacgacccctacgecacccgagataccgaagactcegectttettggtegacceccgagateeccccataggggtgeg

2,470 2,480 2,490 2,500 2,510 2,520 2,530 2,540 2,550 2,560

gcectgtageggegeattaagegeggegggtgtggtggttacgegecagegtgaccgetacacttgecagegeectagegeecgetectttegetttetteecttect
cgggacatcgecgegtaattcgegecgeccacaccaccaatgegegtegeactggegatgtgaacggtegegggategegggegaggaaagegaaagaagggaagga

Flori-R
f1 ori

2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660 2,670

ttctcgecacgttegecggetttecececcgtcaagetctaaategggggetecctttagggttecgatttagtgetttacggecacctegaccccaaaaaacttgattag
aagagcggtgcaagcggecgaaaggggeagttcgagatttagecceccgagggaaatcccaaggectaaatcacgaaatgecgtggagetggggttttttgaactaate
f1l ori

2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 2783-3424 bp) 5/28/2022 10:37:33 PM

Alol
Dralll BsaXI

ggtgatggttcacgtagtgggccatcgecctgatagacggtttttegecctttgacgttggagtccacgttetttaatagtggactcttgttccaaactggaacaac
ccactaccaagtgcatcacccggtagegggactatctgeccaaaaagegggaaactgcaacctcaggtgcaagaaattatcacctgagaacaaggtttgaccttgttg

Flori-F
1l ori

2,790 2,800 2,810 2,820 2,830 2,840 2,850 2,860 2,870 2,880

PsilI XmnI

actcaaccctatctcggtctattcttttgatttataagggattttgecgatttecggectattggttaaaaaatgagetgatttaacaaaaatttaacgegaattaat
tgagttgggatagagccagataagaaaactaaatattccctaaaacggctaaagecggataaccaattttttactecgactaaattgtttttaaattgegettaatta
fl ori

2,890 2,900 2,910 2,920 2,930 2,940 2,950 2,960 2,970 2,980 2,990

NsiI SexAl

tctgtggaatgtgtgtcagttagggtgtggaaagtccccaggetecccageaggcagaagtatgcaaageatgeatctcaattagtcagecaaccaggtgtggaaagt
agacaccttacacacagtcaatcccacacctttcaggggtccgaggggtegtecgtcttcatacgtttegtacgtagagttaatcagtegttggtccacacctttcea

SV40 promoter
pBABE 3'

3,000 3,010 3,020 3,030 3,040 3,050 3,060 3,070 3,080 3,090 3,100

NsiI

ccccaggctccccagecaggeagaagtatgecaaageatgeatetcaattagtcagecaaccatagtecegeecctaactecgeccateccgecectaactecgeecagt
ggggtecgaggggtegtecgtettecatacgtttegtacgtagagttaatcagtegttggtatcagggeggggattgaggegggtagggeggggattgaggegggtcea

SV40 promoter
SV40 ori

3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210

tcecgeccattctecgecccatggetgactaattttttttatttatgecagaggeegaggecgectetgectetgagetattccagaagtagtgaggaggettttttgg
aggcgggtaagaggeggggtaccgactgattaaaaaaaataaatacgtctecggetecggeggagacggagactegataaggtcttcatcactectecgaaaaaacc

SV40pro-F
SV40 promoter
SV40 ori
3,220 3,230 3,240 3,250 3,260 3,270 3,280 3,290 3,300 3,310

Smal

TspMI

AvrII BsoBI
Stul Xmal

BseRI Aval BclI BsaBI

aggcctaggcttttgcaaaaagectcccgggagettgtatatccattttecggatctgatcaagagacaggatgaggategtttcgecatgattgaacaagatggattge
tccggatccgaaaacgtttttcgagggecctcgaacatataggtaaaagectagactagttetetgtectactecctagcaaagegtactaacttgttctacctaacg
SV40 promoter
NeoR/KanR

3,320 3,330 3,340 3,350 3,360 3,370 3,380 3,390 3,400 3,410 3,420
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 3425-4066 bp) 5/28/2022 10:37:33 PM

Eagl KasI

acgcaggttcteccggeegettgggtggagaggetatteggetatgactgggecacaacagacaatcggetgetetgatgecgeegtgttecggetgtecagegeagggg
tgcgtccaagaggeeggegaacccacctetecgataagecgatactgaccegtgttgtetgttagecgacgagactacggeggecacaaggecgacagtegegtecce

Neo-R |
NeoR/KanR
3,430 3,440 3,450 3,460 3,470 3,480 3,490 3,500 3,510 3,520 3,530
PluTI
Sfol
NarI PstI Mscl Fspl

cgcececggttetttttgtcaagaccgacctgtecggtgecctgaatgaactgecaggacgaggcagegeggetategtggetggecacgacgggegttecttgegeage
gcgggccaagaaaaacagttctggetggacaggcecacgggacttacttgacgtectgetecgtegegecgatagecaccgaccggtgetgeccgecaaggaacgegtceg
NeoR/KanR

3,540 3,550 3,560 3,570 3,580 3,590 3,600 3,610 3,620 3,630

Tth111I
PFIFI

tgtgctcgacgttgtcactgaagegggaagggactggetgetattgggegaagtgecggggcaggatectectgtcatctcaccttgetectgecgagaaagtatceca
acacgagctgcaacagtgacttcgeccttceccctgaccgacgataacccgettcacggecccgtectagaggacagtagagtggaacgaggacggetctttcataggt
NeoR/KanR

3,640 3,650 3,660 3,670 3,680 3,690 3,700 3,710 3,720 3,730 3,740

tcatggctgatgcaatgecggeggctgecatacgettgateccggetacctgeccattcgaccaccaagegaaacatcgecatcecgagegagecacgtacteggatggaagec
agtaccgactacgttacgccgeccgacgtatgegaactaggecgatggacgggtaagetggtggttcgetttgtagegtagetcgetegtgecatgagectaccttegg
NeoR/KanR

3,750 3,760 3,770 3,780 3,790 3,800 3,810 3,820 3,830 3,840 3,850

BssHII

ggtcttgtcgatcaggatgatctggacgaagagcatcaggggctcgegecagecgaactgttcgecaggetcaaggegegeatgeccgacggegaggatetegtegt
ccagaacagctagtcctactagacctgcttctcgtagtccccgagegeggteggettgacaageggtcecgagttccgegegtacgggetgecgetcctagageagea
NeoR/KanR

3,860 3,870 3,880 3,890 3,900 3,910 3,920 3,930 3,940 3,950

RsrIl

gacccatggcgatgcctgettgecgaatatcatggtggaaaatggecgettttetggattcategactgtggecggetgggtgtggeggaccgetatcaggacatag
ctgggtaccgctacggacgaacggcttatagtaccaccttttaccggegaaaagacctaagtagetgacaccggecgacccacaccgectggegatagtectgtatce
NeoR/KanR

3,960 3,970 3,980 3,990 4,000 4,010 4,020 4,030 4,040 4,050 4,060
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 4067-4815 bp) 5/28/2022 10:37:33 PM

cgttggctacccgtgatattgctgaagagettggeggegaatgggetgaccgettectegtgetttacggtategecgeteccgattcgecagegeategecttcetat
gcaaccgatgggcactataacgacttctcgaaccgecgettacccgactggegaaggagcacgaaatgecatageggegagggctaagegtegegtageggaagata
Neo-F
NeoR/KanR

4,070 4,080 4,090 4,100 4,110 4,120 4,130 4,140 4,150 4,160 4,170

BstBI

cgccttcttgacgagttcttctgagegggactctggggttcgaaatgaccgaccaagegacgeccaacctgecatcacgagatttegattccaccgecgecttcetat
gcggaagaactgctcaagaagactcgecctgagaccccaagetttactggetggttcgetgegggttggacggtagtgctctaaagectaaggtggeggcggaagata
NeoR/KanR

4,180 4,190 4,200 4,210 4,220 4,230 4,240 4,250 4,260 4,270 4,280

gaaaggttgggcttcggaatcgttttccgggacgecggetggatgatecteccagegeggggatctcatgetggagttettegeccaccccaacttgtttattgeage
ctttccaacccgaagecttagcaaaaggecctgeggecgacctactaggaggtegegeccctagagtacgacctcaagaagegggtggggttgaacaaataacgteg
SV40 ...gnal

4,290 4,300 4,310 4,320 4,330 4,340 4,350 4,360 4,370 4,380

PsilI BsmI

ttataatggttacaaataaagcaatagcatcacaaatttcacaaataaagcatttttttcactgeattctagttgtggtttgtccaaactcatcaatgtatcttatce
aatattaccaatgtttatttcgttatcgtagtgtttaaagtgtttatttcgtaaaaaaagtgacgtaagatcaacaccaaacaggtttgagtagttacatagaatag

SV40pA-R EBV-rev
SV40 poly(A) signal

4,390 4,400 4,410 4,420 4,430 4,440 4,450 4,460 4,470 4,480 4,490

Sall
BstZ17I

atgtctgtataccgtcgacctctagctagagettggegtaatcatggtcatagetgtttectgtgtgaaattgttatecgetcacaattccacacaacatacgagec
tacagacatatggcagctggagatcgatctcgaaccgcattagtaccagtatcgacaaaggacacactttaacaataggegagtgttaaggtgtgttgtatgetegg
M13/pUC Reverse

M13 rev |
M13 Reverse lac operator lac...er
4,500 4,510 4,520 4,530 4,540 4,550 4,560 4,570 4,580 4,590 4,600

ggaagcataaagtgtaaagectggggtgcctaatgagtgagetaactcacattaattgegttgegetcactgecegetttecagtegggaaacctgtegtgecaget
ccttcgtatttcacatttcggaccccacggattactcactcgattgagtgtaattaacgcaacgegagtgacgggcgaaaggtcagecctttggacageacggtcega

lac promoter [ CAP binding site
4,610 4,620 4,630 4,640 4,650 4,660 4,670 4,680 4,690 4,700
BsaXI

gcattaatgaatcggccaacgegeggggagaggeggtttgegtattgggegetettecgettectegetcactgactegetgegeteggtegtteggetgeggegag
cgtaattacttagccggttgegegeccctetecgecaaacgecataacccgegagaaggegaaggagegagtgactgagegacgegagecagecaagecgacgeegetce
L4440

4,710 4,720 4,730 4,740 4,750 4,760 4,770 4,780 4,790 4,800 4,810
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 4816-5671 bp) 5/28/2022 10:37:33 PM

Pcil

cggtatcagctcactcaaaggcggtaatacggttatccacagaatcaggggataacgcaggaaagaacatgtgagcaaaaggccagcaaaaggecaggaaccgtaaa
gccatagtcgagtgagtttccgecattatgeccaataggtgtcttagteccectattgegtectttecttgtacactegttttecggtegttttecggtecttggeattt

4,820 4,830 4,840 4,850 4,860 4,870 4,880 4,890 4,900 4,910 4,920

aaggccgegttgetggegtttttecataggeteecgecceectgacgagecatcacaaaaatcgacgetcaagtcagaggtggegaaaccecgacaggactataaagata

ttccggegecaacgaccgcaaaaaggtatcecgaggeggggggactgetegtagtgtttttagetgegagttcagtetecacegetttgggetgtectgatatttetat
< <%
—_——=

ori <

4,930 4,940 4,950 4,960 4,970 4,980 4,990 5,000 5,010 5,020

ccaggegtttcecectggaagetcectegtgegetetectgttecgaccetgecgettaccggatacctgtecgecttteteecttegggaagegtggegetttetce
ggtccgcaaagggggaccttcgagggagcacgegagaggacaaggetgggacggegaatggectatggacaggeggaaagagggaageecttegecaccgegaaagag

<« pBR...-F
3K ori «$

5,030 5,040 5,050 5,060 5,070 5,080 5,090 5,100 5,110 5,120 5,130

atagctcacgctgtaggtatctcagtteggtgtaggtegttegetccaagetgggetgtgtgecacgaaccccecgttcageccgaccgetgegecttatecggtaac
tatcgagtgcgacatccatagagtcaagecacatccagcaagegaggttcgacccgacacacgtgettggggggcaagtegggetggegacgeggaataggecattg

3K ori «$

5,140 5,150 5,160 5,170 5,180 5,190 5,200 5,210 5,220 5,230 5,240

tatcgtcttgagtccaacccggtaagacacgacttatcgecactggecageagecactggtaacaggattagecagagegaggtatgtaggeggtgetacagagttctt
atagcagaactcaggttgggccattctgtgetgaatageggtgaccgtegteggtgaccattgtectaategtctegetecatacatcecgecacgatgtetcaagaa

S

3K ori «$

5,250 5,260 5,270 5,280 5,290 5,300 5,310 5,320 5,330 5,340 5,350

gaagtggtggcctaactacggctacactagaagaacagtatttggtatctgegetetgetgaagecagttacctteggaaaaagagttggtagetcttgateeggea
cttcaccaccggattgatgecgatgtgatcttcttgtcataaaccatagacgegagacgactteggtcaatggaagectttttctcaaccatcgagaactaggeegt

3K ori «$

5,360 5,370 5,380 5,390 5,400 5,410 5,420 5,430 5,440 5,450

aacaaaccaccgctggtageggtggtttttttgtttgcaagecagecagattacgcgecagaaaaaaaggatctcaagaagatectttgatettttctacggggtetgac
ttgtttggtggegaccatcgecaccaaaaaaacaaacgttegtegtctaatgegegtetttttttcctagagttcttctaggaaactagaaaagatgecccagactg

S« ori |

5,460 5,470 5,480 5,490 5,500 5,510 5,520 5,530 5,540 5,550 5,560

gctcagtggaacgaaaactcacgttaagggattttggtcatgagattatcaaaaaggatcttcacctagatccttttaaattaaaaatgaagttttaaatcaatcta
cgagtcaccttgcttttgagtgcaattccctaaaaccagtactctaatagtttttecctagaagtggatctaggaaaatttaatttttacttcaaaatttagttagat

5,570 5,580 5,590 5,600 5,610 5,620 5,630 5,640 5,650 5,660 5,670
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 5672-6420 bp) 5/28/2022 10:37:33 PM

aagtatatatgagtaaacttggtctgacagttaccaatgcttaatcagtgaggcacctatctcagegatetgtetatttegttcatecatagttgectgacteceeg
ttcatatatactcatttgaaccagactgtcaatggttacgaattagtcactccgtggatagagtcgetagacagataaagcaagtaggtatcaacggactgaggggce
AmpR $

5,680 5,690 5,700 5,710 5,720 5,730 5,740 5,750 5,760 5,770

Bsal

tcgtgtagataactacgatacgggagggcttaccatetggecccagtgetgeaatgatacegegagacccacgetcaccggetecagatttatcagecaataaaccag
agcacatctattgatgctatgeccteccgaatggtagaceggggtcacgacgttactatggegetetgggtgegagtggccgaggtctaaatagtegttatttggte
’ AmpR ‘

5,780 5,790 5,800 5,810 5,820 5,830 5,840 5,850 5,860 5,870 5,880

ccagccggaagggecgagegeagaagtggtectgeaactttatecgectecatecagtctattaattgttgecgggaagetagagtaagtagttegecagttaatag
ggtecggectteceggetegegtettcaccaggacgttgaaataggcggaggtaggtcagataattaacaacggeeccttegatetcattcatcaageggtcaattate
’ AmpR ‘

5,890 5,900 5,910 5,920 5,930 5,940 5,950 5,960 5,970 5,980 5,990

AclI
Fspl

tttgegcaacgttgttgecattgctacaggeategtggtgtcacgetegtegtttggtatggettcattcagetecggtteccaacgatcaaggegagttacatgat
aaacgcgttgcaacaacggtaacgatgtccgtageaccacagtgcgageageaaaccataccgaagtaagtegaggccaagggttgetagttecgetcaatgtacta
’ AmpR ‘

6,000 6,010 6,020 6,030 6,040 6,050 6,060 6,070 6,080 6,090

Pvul

ccecccatgttgtgcaaaaaageggttagetectteggtectecgategttgtcagaagtaagttggecgeagtgttatcactcatggttatggcageactgeataat
gggggtacaacacgttttttcgecaatcgaggaagecaggaggctageaacagtcttcattcaaccggegtcacaatagtgagtaccaataccgtegtgacgtatta
’ AmpR ‘

6,100 6,110 6,120 6,130 6,140 6,150 6,160 6,170 6,180 6,190 6,200

Scal Bcgl

tctcttactgtcatgccatccgtaagatgettttetgtgactggtgagtactcaaccaagtcattctgagaatagtgtatgeggegaccgagttgetettgeeegge
agagaatgacagtacggtaggcattctacgaaaagacactgaccactcatgagttggttcagtaagactcttatcacatacgecgetggctcaacgagaacgggecg
> AmpR ‘

6,210 6,220 6,230 6,240 6,250 6,260 6,270 6,280 6,290 6,300 6,310

XmnI
AclI

gtcaatacgggataataccgcgccacatagcagaactttaaaagtgctcatcattggaaaacgttcttcggggcgaaaactctcaaggatcttaccgetgttgagat
cagttatgccctattatggegeggtgtatcgtcttgaaattttcacgagtagtaaccttttgecaagaagecccgettttgagagttcctagaatggegacaactcta
Amp-R
AmpR

6,320 6,330 6,340 6,350 6,360 6,370 6,380 6,390 6,400 6,410 6,420
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pcDNA3.1(+) Arl6IP1-mEmerald (6698 bp) (from 6421-6698 bp) 5/28/2022 10:37:33 PM

ccagttcgatgtaacccactcgtgeacccaactgatcttcageatcttttactttcaccagegtttctgggtgagcaaaaacaggaaggcaaaatgecgcaaaaaag
ggtcaagctacattgggtgageacgtgggttgactagaagtcgtagaaaatgaaagtggtcgcaaagacccactegtttttgtecttecgttttacggegtttttte
> AmpR ¢

6,430 6,440 6,450 6,460 6,470 6,480 6,490 6,500 6,510 6,520

Sspl

ggaataagggcgacacggaaatgttgaatactcatactcttectttttcaatattattgaagcatttatcagggttattgtctcatgageggatacatatttgaatg
ccttattceccgetgtgectttacaacttatgagtatgagaaggaaaaagttataataacttcgtaaatagtcccaataacagagtactegectatgtataaacttac

AmpR ) AmpR promoter
6,530 6,540 6,550 6,560 6,570 6,580 6,590 6,600 6,610 6,620 6,630
Sall
SgrDI

tatttagaaaaataaacaaataggggttccgegecacatttccccgaaaagtgecacctgacgte
ataaatctttttatttgtttatccccaaggegegtgtaaaggggettttcacggtggactgeag

AmpR promoter

6,640 6,650 6,660 6,670 6,680 6,690
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