
6/16/2022 7:43:53 AM

https://benchling.com/kunleng/f/lib_cuXrs71m-plasmids/seq_G3rvdPaV-pucm_aavs1_floxhygro-nfia-t2a-sox9/edit# 1/1

pUCM_AAVS1_flox(hygro) NFIA-T2A-SOX9 (11809 bp)

11809 bp
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