
pMV361_MjTyrRS

D158T 1035...1037

E107P 882...884

XbaI 153...158

stop codon 1482...1484
HindIII 1485...1490
hsp60 1485...1511
omlp081 1610...1584

aph (KnR) 1726...2541oriE 2828...3615

attP site 4000...4069

pMV361-MjpBpaRS 
(aaRS from 

pEVOL)
5345 bp

start codon 531...533

I159S 1038...1040

aaRS gene 568...1484

reverse cloning primer 1500...1438

EcoRI (unique) 561...566
start of homology with aaRS gene 568...569
forward cloning primer 548...600

Leu 870...872
Y32G 657...659

hsp60 531...567

P(hsp60) 174...530

int 4334...5345


