Sequence: pBridge-tyrosinase.o3A.dna (Circular / 7520 bp)
Enzymes: Unique 6+ Cutters (56 of 666 total)
Features: 18 total

Unique Cutters Bold

(7234) Nsil

(6215) Pfol

(6104) AatII
(6102) Zral

(5662) Scal

(5581) Tsol
(5552) Pvul

(5302) BglI

(5182) AhdI

(4705) AIWNI

(4289) AfIIII - Pcil
(4173) BspQI - Sapl

(3836) BspDI - ClaIl

(651) PaeR7I - Xhol

pBridge-
tyrosinase.c3A

(3619) PvuIll

(GAL4 DNA binding domain)

Hpal (711)
BsrGI (724)
TspMI - Xmal (883)

Smal (885)
BamHI (888)

AvrII - StyI (1005)
Spel (1076)

BspEI (1312)
Pstl (1325)
Psil (1384)

NgoMIV (1533)
Nael (1535)

Aarl (1819)

BstXI (1962)
Bsu36I (2011)

Xbal (2168)
BstAPI (2180)

ac operator

lac promoter

BstBI (2661)

Bpul0I (2669)

KasI (2794)
° Narl (2795)

Sfol (2796)
PIuTI (2798)

MET17 promoter)

PfIMI (3030)
NdelI (3038)
PpuMI (3088)

EagI - NotI (3122)
BclI* (3131)
BsaBI* (3145)

Sacll (3172)

BgIII (3390)

BIpI (3588)
Eco53kI (3598)

SacI (3600)
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