Sequence: AAAA-0245-pLV-RnSyt1-sgRNA1-dCas9-KRAB-TagBFP.gb (Circular / 15,009 bp)
Enzymes: Unique 6+ Cutters (25 of 678 total) Unique Cutters Bold
Features: 40 total

Primers: 33 total

Ligation of 2 sequences.

(14,729 .. 14,748) hUBCpro-F hU6-F (820 .. 840)

(14,557) Xbal U6_fwd (820 .. 842)
(14,201) SbfI LKO.1 5' (991 .. 1010)

(14,094) XcmI RsrII (1083)

Alel (1857)
BbvCI (2007)

NotI (2282)

CMV-F (3020 .. 3040)
pEGFPN1_F (3047 .. 3064)

SnaBI (3218)

(12,435) BamHI

MluI (3576)

pRS-marker (3746 .. 3765)
SgrDI (3806)
Amp-R (4163 .. 4182)
AhdI (4732)

(11,494) FspAl

pBR3220ri-F (5465 .. 5484)
spBR3220ri-F (5465 .. 5484)

L4440 (5718 ..5735)

pEX-Rev (5883 .. 5908)
pUC18_SeqR2 (5893 .. 5915)
M13 rev (-49) (5930 .. 5953)
M13 rev (-29) (5950 .. 5967)

(10,485) Ascl
(10,261) BstEII

(10,112 .. 10,131) sKRAB_F BstZ171 (6003)

EBV-rev (6026 .. 6045)
9305) PshAI
¢ ) o= SV40pA-R (6080 .. 6099)
(9047 .. 9067) WPRE-R

— e’ Fsel (6367)
(8512 .. 8528) pBluescriptkS - _J -

SgrAl (6521)
MauBI (6599)

(8397) KpnI
(8393) Acc65I1 SV40p_R (6780 .. 6799)

SV40p_F (6788 .. 6808)
7825) Apal
((7821)) Ps?:OMI SV40pro-F (6822 .. 6841)
(7816) Pmel SV40_R2 (6844 .. 6863)
SV40_R (6850 .. 6870)
(7784 .. 7802) BGHG_R pEGFPN1_F (6883 .. 6892)
(7784 .. 7801) BGH-rev pEGFPN1_F (6904 .. 6913)
(7784 .. 7801) pCR3.1-BGHrev

pBABE 3' (7068 .. 7088)
sFlori-F (7207 .. 7228)
sFlori-R (7419 .. 7438)

(7778 .. 7797) pcDNA3_rev
(7676 .. 7697) BGH_R2

AAAA-0245-pLV-RnSytl-sgRNA1-dCas9-KRAB-TagBFP
15,009 bp
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AAAA-0245-pLV-RnSyt1-sgRNA1-dCas9-KRAB-TagBFP.gb (Circular / 15,009 bp)

DNA Type: Synthetic DNA

Unspecified
Dam® Dcm™ EcoKI”

Description: Ligation of 2 sequences.

Created: 12 Feb 2021
Last Modified: 12 Feb 2021

Accession Number: urn.local...bc-crn8qv7
Code Number:

Sequence Author:
Comments:
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Printed from SnapGene®: 18 May 2023 5:28 pm Page 2



