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pBiFC-SS-VC155-IRE1-dLD (2669 bp)

ACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGCCTCCGGACTCTAGAGGATCCGGTACTAGAGGAACTG

TGGCAGTCTAGCGGACCTCTGCGGTAGGTGCGACAAAACTGGAGGTATCTTCTGTGGCCCTGGCTAGGTCGGAGGCCTGAGATCTCCTAGGCCATGATCTCCTTGAC
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AAAAACCAGAAAGTTAACTGGTAAGTTTAGTCTTTTTGTCTTTTATTTCAGGTCCCGGATCCGGTGGTGGTGCAAATCAAAGAACTGCTCCTCAGTGGATGTTGCCT

TTTTTGGTCTTTCAATTGACCATTCAAATCAGAAAAACAGAAAATAAAGTCCAGGGCCTAGGCCACCACCACGTTTAGTTTCTTGACGAGGAGTCACCTACAACGGA
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TTACTTCTAGGCCTGTACGGAAGTGTTACTTCTGCTCTAAAAGCTGCGGAATTGTACCCGCGGGCCCACCATGCCGGCCCGGCGGCTGCTGCTGCTGCTGACGCTGC

AATGAAGATCCGGACATGCCTTCACAATGAAGACGAGATTTTCGACGCCTTAACATGGGCGCCCGGGTGGTACGGCCGGGCCGCCGACGACGACGACGACTGCGACG
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TGCTGCCCGGCCTCGGGTACCCATACGATGTTCCAGATTACGCTCTTATGGCCATGGAGGCCCGAATTCGGTCGACCGAGATCTCTCGAGGTACCCGTCCGGCGTGC

ACGACGGGCCGGAGCCCATGGGTATGCTACAAGGTCTAATGCGAGAATACCGGTACCTCCGGGCTTAAGCCAGCTGGCTCTAGAGAGCTCCATGGGCAGGCCGCACG
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AAAATCCCGAACGACCTGAAACAGAAAGTCATGAACCACGACAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGATCCGCCACAACATCGAGGACGGCGGCGTGCA

TTTTAGGGCTTGCTGGACTTTGTCTTTCAGTACTTGGTGCTGTTCGTCTTCTTGCCGTAGTTCCGGTTGAAGTTCTAGGCGGTGTTGTAGCTCCTGCCGCCGCACGT
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GCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCAAACTGAGCAAAGACCCCAACG

CGAGCGGCTGGTGATGGTCGTCTTGTGGGGGTAGCCGCTGCCGGGGCACGACGACGGGCTGTTGGTGATGGACTCGATGGTCAGGTTTGACTCGTTTCTGGGGTTGC
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AGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGATTTTTGGAAGTACCAGCACAGTGACGCTT

TCTTCGCGCTAGTGTACCAGGACGACCTCAAGCACTGGCGGCGGCCCTAGTGAGAGCCGTACCTGCTCGACATGTTCTAAAAACCTTCATGGTCGTGTCACTGCGAA
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VC155 IRE1(19-28aa)
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CAGACTTCAGAAAACGCACCTACCACCGTGTCTCGGGATGTGGAGGAGAAGCCCGCCCATGCCCCTGCCCGGCCCGAGGCCCCCGTGGACTCCATGCTTAAGGACAT

GTCTGAAGTCTTTTGCGTGGATGGTGGCACAGAGCCCTACACCTCCTCTTCGGGCGGGTACGGGGACGGGCCGGGCTCCGGGGGCACCTGAGGTACGAATTCCTGTA
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GGCTACCATCATCCTGAGCACCTTCCTGCTGATTGGCTGGGTGGCCTTCATCATCACCTATCCCCTGAGCATGCATCAGCAGCAGCAGCTCCAGCACCAGCAGTTCC

CCGATGGTAGTAGGACTCGTGGAAGGACGACTAACCGACCCACCGGAAGTAGTAGTGGATAGGGGACTCGTACGTAGTCGTCGTCGTCGAGGTCGTGGTCGTCAAGG
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AGAAGGAACTGGAGAAGATCCAGCTCCTGCAGCAGCAGCAGCAGCAGCTGCCCTTCCACCCACCTGGAGACACGGCTCAGGACGGCGAGCTCCTGGACACGTCTGGC

TCTTCCTTGACCTCTTCTAGGTCGAGGACGTCGTCGTCGTCGTCGTCGACGGGAAGGTGGGTGGACCTCTGTGCCGAGTCCTGCCGCTCGAGGACCTGTGCAGACCG
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CCGTACTCAGAGAGCTCGGGCACCAGCAGCCCCAGCACGTCCCCCAGGGCCTCCAACCACTCGCTCTGCTCCGGCAGCTCTGCCTCCAAGGCTGGCAGCAGCCCCTC

GGCATGAGTCTCTCGAGCCCGTGGTCGTCGGGGTCGTGCAGGGGGTCCCGGAGGTTGGTGAGCGAGACGAGGCCGTCGAGACGGAGGTTCCGACCGTCGTCGGGGAG
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CCTGGAACAAGACGATGGAGATGAGGAAACCAGCGTGGTGATAGTTGGGAAAATTTCCTTCTGTCCCAAGGATGTCCTGGGCCATGGAGCTGAGGGCACAATTGTGT

GGACCTTGTTCTGCTACCTCTACTCCTTTGGTCGCACCACTATCAACCCTTTTAAAGGAAGACAGGGTTCCTACAGGACCCGGTACCTCGACTCCCGTGTTAACACA
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ACCGGGGCATGTTTGACAACCGCGACGTGGCCGTGAAGAGGATCCTCCCCGAGTGTTTTAGCTTCGCAGACCGTGAGGTCCAGCTGTTGCGAGAATCGGATGAGCAC

TGGCCCCGTACAAACTGTTGGCGCTGCACCGGCACTTCTCCTAGGAGGGGCTCACAAAATCGAAGCGTCTGGCACTCCAGGTCGACAACGCTCTTAGCCTACTCGTG
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CCGAACGTGATCCGCTACTTCTGCACGGAGAAGGACCGGCAATTCCAGTACATTGCCATCGAGCTGTGTGCAGCCACCCTGCAAGAGTATGTGGAGCAGAAGGACTT

GGCTTGCACTAGGCGATGAAGACGTGCCTCTTCCTGGCCGTTAAGGTCATGTAACGGTAGCTCGACACACGTCGGTGGGACGTTCTCATACACCTCGTCTTCCTGAA
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ACGCGTAGAGCCGGACCTCGGGTAGTGGAACGACGTCGTCTGGTGGAGCCCGGACCGGGTGGAGGTGAGGGAGTTGTAGCAAGTGTCTCTGGATTTCGGTGTGTTGT
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TCCTCATATCCATGCCCAATGCACACGGCAAGATCAAGGCCATGATCTCCGACTTTGGCCTCTGCAAGAAGCTGGCAGTGGGCAGACACAGTTTCAGCCGCCGATCT

AGGAGTATAGGTACGGGTTACGTGTGCCGTTCTAGTTCCGGTACTAGAGGCTGAAACCGGAGACGTTCTTCGACCGTCACCCGTCTGTGTCAAAGTCGGCGGCTAGA
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GGGGTGCCTGGCACAGAAGGCTGGATCGCTCCAGAGATGCTGAGCGAAGACTGTAAGGAGAACCCTACCTACACGGTGGACATCTTTTCTGCAGGCTGCGTCTTTTA

CCCCACGGACCGTGTCTTCCGACCTAGCGAGGTCTCTACGACTCGCTTCTGACATTCCTCTTGGGATGGATGTGCCACCTGTAGAAAAGACGTCCGACGCAGAAAAT
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CTACGTAATCTCTGAGGGCAGCCACCCTTTTGGCAAGTCCCTGCAGCGGCAGGCCAACATCCTCCTGGGTGCCTGCAGCCTTGACTGCTTGCACCCAGAGAAGCACG

GATGCATTAGAGACTCCCGTCGGTGGGAAAACCGTTCAGGGACGTCGCCGTCCGGTTGTAGGAGGACCCACGGACGTCGGAACTGACGAACGTGGGTCTCTTCGTGC
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AAGACGTCATTGCACGTGAATTGATAGAGAAGATGATTGCGATGGATCCTCAGAAACGCCCCTCAGCGAAGCACGTGCTCAAACACCCGTTCTTCTGGAGCCTAGAG

TTCTGCAGTAACGTGCACTTAACTATCTCTTCTACTAACGCTACCTAGGAGTCTTTGCGGGGAGTCGCTTCGTGCACGAGTTTGTGGGCAAGAAGACCTCGGATCTC
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AAGCAGCTCCAGTTCTTCCAGGACGTGAGCGACAGAATAGAAAAGGAATCCCTGGATGGCCCGATCGTGAAGCAGTTAGAGAGAGGCGGGAGAGCCGTGGTGAAGAT

TTCGTCGAGGTCAAGAAGGTCCTGCACTCGCTGTCTTATCTTTTCCTTAGGGACCTACCGGGCTAGCACTTCGTCAATCTCTCTCCGCCCTCTCGGCACCACTTCTA
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GGACTGGCGGGAGAACATCACTGTCCCCCTCCAGACAGACCTGCGTAAATTCAGGACCTATAAAGGTGGTTCTGTCAGAGATCTCCTCCGAGCCATGAGAAATAAGA

CCTGACCGCCCTCTTGTAGTGACAGGGGGAGGTCTGTCTGGACGCATTTAAGTCCTGGATATTTCCACCAAGACAGTCTCTAGAGGAGGCTCGGTACTCTTTATTCT
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AGCACCACTACCGGGAGCTGCCTGCAGAGGTGCGGGAGACGCTGGGGTCCCTCCCCGACGACTTCGTGTGCTACTTCACGTCTCGCTTCCCCCACCTCCTCGCACAC

TCGTGGTGATGGCCCTCGACGGACGTCTCCACGCCCTCTGCGACCCCAGGGAGGGGCTGCTGAAGCACACGATGAAGTGCAGAGCGAAGGGGGTGGAGGAGCGTGTG
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ACCTACCGGGCCATGGAGCTGTGCAGCCACGAGAGACTCTTCCAGCCCTACTACTTCCACGAGCCCCCAGAGCCCCAGCCCCCAGTGACTCCAGACGCCTTGTGAGC

TGGATGGCCCGGTACCTCGACACGTCGGTGCTCTCTGAGAAGGTCGGGATGATGAAGGTGCTCGGGGGTCTCGGGGTCGGGGGTCACTGAGGTCTGCGGAACACTCG
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GGCCGCGGGGATCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGC

CCGGCGCCCCTAGGTCTGTACTATTCTATGTAACTACTCAAACCTGTTTGGTGTTGATCTTACGTCACTTTTTTTACGAAATAAACACTTTAAACACTACGATAACG
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TTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTCGG

AAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTGTTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCACACCCTCCAAAAAAGCC
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