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pBiFC-SS-VN155(I152L)-IRE1-dLD (2940 bp)

NNNNNNNNNNNNNNNNNNGNNGAGCTCGTTTAGTGAACCGTCAGATCGCCTGGAGACGCCATCCACGCTGTTTTGACCTCCATAGAAGACACCGGGACCGATCCAGC

NNNNNNNNNNNNNNNNNNCNNCTCGAGCAAATCACTTGGCAGTCTAGCGGACCTCTGCGGTAGGTGCGACAAAACTGGAGGTATCTTCTGTGGCCCTGGCTAGGTCG
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CTCCGGACTCTAGAGGATCCGGTACTAGAGGAACTGAAAAACCAGAAAGTTAACTGGTAAGTTTAGTCTTTTTGTCTTTTATTTCAGGTCCCGGATCCGGTGGTGGT

GAGGCCTGAGATCTCCTAGGCCATGATCTCCTTGACTTTTTGGTCTTTCAATTGACCATTCAAATCAGAAAAACAGAAAATAAAGTCCAGGGCCTAGGCCACCACCA
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GCAAATCAAAGAACTGCTCCTCAGTGGATGTTGCCTTTACTTCTAGGCCTGTACGGAAGTGTTACTTCTGCTCTAAAAGCTGCGGAATTGTACCCGCGGGCCCACCA

CGTTTAGTTTCTTGACGAGGAGTCACCTACAACGGAAATGAAGATCCGGACATGCCTTCACAATGAAGACGAGATTTTCGACGCCTTAACATGGGCGCCCGGGTGGT
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TGCCGGCCCGGCGGCTGCTGCTGCTGCTGACGCTGCTGCTGCCCGGCCTCGGGGCATCAATGCAGAAGCTGATCTCAGAGGAGGACCTGCTTATGGCCATGGAGGCC

ACGGCCGGGCCGCCGACGACGACGACGACTGCGACGACGACGGGCCGGAGCCCCGTAGTTACGTCTTCGACTAGAGTCTCCTCCTGGACGAATACCGGTACCTCCGG
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CGAATTCGGTCGACCGAGATCTCTCGAGGTACCGGAGGTGGCGGGAGCGGAGGTGGCGGGAGTatggtgagcaagggcgaggagctgttcaccggggtggtgcccat

GCTTAAGCCAGCTGGCTCTAGAGAGCTCCATGGCCTCCACCGCCCTCGCCTCCACCGCCCTCAtaccactcgttcccgctcctcgacaagtggccccaccacgggta
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ccggcaagctgcccgtgccctggcccaccctcgtgaccaccctgggctacggcctgcagtgcttcgcccgctaccccgaccacatgaagcagcacgacttcttcaag

ggccgttcgacgggcacgggaccgggtgggagcactggtgggacccgatgccggacgtcacgaagcgggcgatggggctggtgtacttcgtcgtgctgaagaagttc
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tccgccatgcccgaaggctacgtccaggagcgcaccatcttcttcaaggacgacggcaactacaagacccgcgccgaggtgaagttcgagggcgacaccctggtgaa

aggcggtacgggcttccgatgcaggtcctcgcgtggtagaagaagttcctgctgccgttgatgttctgggcgcggctccacttcaagctcccgctgtgggaccactt
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ccgcatcgagctgaagggcatcgacttcaaggaggacggcaacatcctggggcacaagctggagtacaactacaacagccacaacgtctatctcaccgccATTTTTG

ggcgtagctcgacttcccgtagctgaagttcctcctgccgttgtaggaccccgtgttcgacctcatgttgatgttgtcggtgttgcagatagagtggcggTAAAAAC
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GAAGTACCAGCACAGTGACGCTTCAGACTTCAGAAAACGCACCTACCACCGTGTCTCGGGATGTGGAGGAGAAGCCCGCCCATGCCCCTGCCCGGCCCGAGGCCCCC

CTTCATGGTCGTGTCACTGCGAAGTCTGAAGTCTTTTGCGTGGATGGTGGCACAGAGCCCTACACCTCCTCTTCGGGCGGGTACGGGGACGGGCCGGGCTCCGGGGG
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GTGGACTCCATGCTTAAGGACATGGCTACCATCATCCTGAGCACCTTCCTGCTGATTGGCTGGGTGGCCTTCATCATCACCTATCCCCTGAGCATGCATCAGCAGCA

CACCTGAGGTACGAATTCCTGTACCGATGGTAGTAGGACTCGTGGAAGGACGACTAACCGACCCACCGGAAGTAGTAGTGGATAGGGGACTCGTACGTAGTCGTCGT
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GCAGCTCCAGCACCAGCAGTTCCAGAAGGAACTGGAGAAGATCCAGCTCCTGCAGCAGCAGCAGCAGCAGCTGCCCTTCCACCCACCTGGAGACACGGCTCAGGACG

CGTCGAGGTCGTGGTCGTCAAGGTCTTCCTTGACCTCTTCTAGGTCGAGGACGTCGTCGTCGTCGTCGTCGACGGGAAGGTGGGTGGACCTCTGTGCCGAGTCCTGC
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GCGAGCTCCTGGACACGTCTGGCCCGTACTCAGAGAGCTCGGGCACCAGCAGCCCCAGCACGTCCCCCAGGGCCTCCAACCACTCGCTCTGCTCCGGCAGCTCTGCC

CGCTCGAGGACCTGTGCAGACCGGGCATGAGTCTCTCGAGCCCGTGGTCGTCGGGGTCGTGCAGGGGGTCCCGGAGGTTGGTGAGCGAGACGAGGCCGTCGAGACGG
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TCCAAGGCTGGCAGCAGCCCCTCCCTGGAACAAGACGATGGAGATGAGGAAACCAGCGTGGTGATAGTTGGGAAAATTTCCTTCTGTCCCAAGGATGTCCTGGGCCA

AGGTTCCGACCGTCGTCGGGGAGGGACCTTGTTCTGCTACCTCTACTCCTTTGGTCGCACCACTATCAACCCTTTTAAAGGAAGACAGGGTTCCTACAGGACCCGGT
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TGGAGCTGAGGGCACAATTGTGTACCGGGGCATGTTTGACAACCGCGACGTGGCCGTGAAGAGGATCCTCCCCGAGTGTTTTAGCTTCGCAGACCGTGAGGTCCAGC

ACCTCGACTCCCGTGTTAACACATGGCCCCGTACAAACTGTTGGCGCTGCACCGGCACTTCTCCTAGGAGGGGCTCACAAAATCGAAGCGTCTGGCACTCCAGGTCG
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TGTTGCGAGAATCGGATGAGCACCCGAACGTGATCCGCTACTTCTGCACGGAGAAGGACCGGCAATTCCAGTACATTGCCATCGAGCTGTGTGCAGCCACCCTGCAA

ACAACGCTCTTAGCCTACTCGTGGGCTTGCACTAGGCGATGAAGACGTGCCTCTTCCTGGCCGTTAAGGTCATGTAACGGTAGCTCGACACACGTCGGTGGGACGTT
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GAGTATGTGGAGCAGAAGGACTTTGCGCATCTCGGCCTGGAGCCCATCACCTTGCTGCAGCAGACCACCTCGGGCCTGGCCCACCTCCACTCCCTCAACATCGTTCA

CTCATACACCTCGTCTTCCTGAAACGCGTAGAGCCGGACCTCGGGTAGTGGAACGACGTCGTCTGGTGGAGCCCGGACCGGGTGGAGGTGAGGGAGTTGTAGCAAGT
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CAGAGACCTAAAGCCACACAACATCCTCATATCCATGCCCAATGCACACGGCAAGATCAAGGCCATGATCTCCGACTTTGGCCTCTGCAAGAAGCTGGCAGTGGGCA

GTCTCTGGATTTCGGTGTGTTGTAGGAGTATAGGTACGGGTTACGTGTGCCGTTCTAGTTCCGGTACTAGAGGCTGAAACCGGAGACGTTCTTCGACCGTCACCCGT
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GACACAGTTTCAGCCGCCGATCTGGGGTGCCTGGCACAGAAGGCTGGATCGCTCCAGAGATGCTGAGCGAAGACTGTAAGGAGAACCCTACCTACACGGTGGACATC

CTGTGTCAAAGTCGGCGGCTAGACCCCACGGACCGTGTCTTCCGACCTAGCGAGGTCTCTACGACTCGCTTCTGACATTCCTCTTGGGATGGATGTGCCACCTGTAG
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TTTTCTGCAGGCTGCGTCTTTTACTACGTAATCTCTGAGGGCAGCCACCCTTTTGGCAAGTCCCTGCAGCGGCAGGCCAACATCCTCCTGGGTGCCTGCAGCCTTGA

AAAAGACGTCCGACGCAGAAAATGATGCATTAGAGACTCCCGTCGGTGGGAAAACCGTTCAGGGACGTCGCCGTCCGGTTGTAGGAGGACCCACGGACGTCGGAACT
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CTGCTTGCACCCAGAGAAGCACGAAGACGTCATTGCACGTGAATTGATAGAGAAGATGATTGCGATGGATCCTCAGAAACGCCCCTCAGCGAAGCACGTGCTCAAAC

GACGAACGTGGGTCTCTTCGTGCTTCTGCAGTAACGTGCACTTAACTATCTCTTCTACTAACGCTACCTAGGAGTCTTTGCGGGGAGTCGCTTCGTGCACGAGTTTG
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ACCCGTTCTTCTGGAGCCTAGAGAAGCAGCTCCAGTTCTTCCAGGACGTGAGCGACAGAATAGAAAAGGAATCCCTGGATGGCCCGATCGTGAAGCAGTTAGAGAGA

TGGGCAAGAAGACCTCGGATCTCTTCGTCGAGGTCAAGAAGGTCCTGCACTCGCTGTCTTATCTTTTCCTTAGGGACCTACCGGGCTAGCACTTCGTCAATCTCTCT
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GGCGGGAGAGCCGTGGTGAAGATGGACTGGCGGGAGAACATCACTGTCCCCCTCCAGACAGACCTGCGTAAATTCAGGACCTATAAAGGTGGTTCTGTCAGAGATCT

CCGCCCTCTCGGCACCACTTCTACCTGACCGCCCTCTTGTAGTGACAGGGGGAGGTCTGTCTGGACGCATTTAAGTCCTGGATATTTCCACCAAGACAGTCTCTAGA
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CCTCCGAGCCATGAGAAATAAGAAGCACCACTACCGGGAGCTGCCTGCAGAGGTGCGGGAGACGCTGGGGTCCCTCCCCGACGACTTCGTGTGCTACTTCACGTCTC

GGAGGCTCGGTACTCTTTATTCTTCGTGGTGATGGCCCTCGACGGACGTCTCCACGCCCTCTGCGACCCCAGGGAGGGGCTGCTGAAGCACACGATGAAGTGCAGAG
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GCTTCCCCCACCTCCTCGCACACACCTACCGGGCCATGGAGCTGTGCAGCCACGAGAGACTCTTCCAGCCCTACTACTTCCACGAGCCCCCAGAGCCCCAGCCCCCA

CGAAGGGGGTGGAGGAGCGTGTGTGGATGGCCCGGTACCTCGACACGTCGGTGCTCTCTGAGAAGGTCGGGATGATGAAGGTGCTCGGGGGTCTCGGGGTCGGGGGT
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GTGACTCCAGACGCCTTGTGAGCGGCCGCGGGGATCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAATGCTTTATT

CACTGAGGTCTGCGGAACACTCGCCGGCGCCCCTAGGTCTGTACTATTCTATGTAACTACTCAAACCTGTTTGGTGTTGATCTTACGTCACTTTTTTTACGAAATAA
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TGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGT

ACACTTTAAACACTACGATAACGAAATAAACATTGGTAATATTCGACGTTATTTGTTCAATTGTTGTTGTTAACGTAAGTAAAATACAAAGTCCAAGTCCCCCTCCA
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GTGGGAGGTTTTTTCGGNTCCTCTAGAGTCGATNNGCAGGCNNNNNNNNNN

CACCCTCCAAAAAAGCCNAGGAGATCTCAGCTANNCGTCCGNNNNNNNNNN
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