Sequence: 1_9_18 pTZ18U-pufLM-Clonable.dna (Circular /4634 bp)

Enzymes: Unique 6+ Cutters (35 of 678 total) Unique Cutters Bold

Features: 17 total
Primers: 3 total

(4513) NspI CAP binding site

(4509) AfILIL - Pcil 123 18 L-sub Fwd (170 .. 195)

EcoRI (255)
Eco53kI (263)
SaclI (265)
BamHI (276)

PasI (443)

I%l lac proﬂv.ot[l;?/"

History lac op /5020
tor

Cra,

BsaBI* (840)
Bsgl (864)

__— BclI* (1057)

SalI (1092)

1_9_18 pTZ18U-pufLM-Clonable
4634 bp

RsrII (1195)
Zral (1224)
AatII (1226)
MscI* (1234)

(3140) Scal
(3138) Tatl

BpulOI (1565)

Eco0109I* - PpuMI* (1661)

Nrul (1804)
NcoI - StyI (1919)
BstXI (1968)
SgrAl (1990)
Alel (2023)
[/ 1_9 18 Ndel insertion Fwd Small (2059 .. 2109)

PfIMI (2061)
NdeI (2082)

(2605) PsiI

(2480) ('23:7371)“3 AL 1_9_18 Ndel insertion Rvs Small (2059 .. 2109)
sa

PaeR7I - PspXI - XhoI (1435)
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