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Sequence:  20_6_22 pIND4-RC-C2-MmXYRS.dna  (Circular / 13,251 bp)
Enzymes:  < Unsaved Enzyme Set >  (40 of 678 total)
Features:  35 total
Primers:  22 total
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Mm Pyl tRNA for oF incorporation

HindIII(12,913)  

M13 fwd

4_28_17 tRNA Term Primer(12,814 .. 12,833)  
4_18_17 Hifi aaRS R for tRNA(12,707 .. 12,726)  

4_18_17 Alt PCR Hifi tRNA for aaRS(12,722 .. 12,748)  

end of aaRS Pro spacer

History

4_18_17 Hifi tRNA F for aaRS(12,707 .. 12,726)  

HindIII(12,686)  

Omega terminator

PpuMI(12,635)  
PpuMI(12,625)  

PpuMI*(12,381)  
BspDI - ClaI(12,317)  

EcoRI(12,223)  
BglII(12,062)  

SacI(12,053)  
BsaBI(12,031)  

BsaBI*(12,001)  
BglII(11,900)  

MreI(11,763)  

BsaBI*(11,311)  
BglII(11,306)  

PpuMI(11,195)  

RBS

MfeI(11,147)  

rrnB promoter

4_28_17 aaRS Pro 5'(10,974 .. 10,995)  

SacI(10,915)  

MCS

BmtI(10,909)  
NheI(10,905)  

4_18_17 Hifi aaRS F for pIND(10,885 .. 10,920)  

BmtI(10,660)  
NheI(10,656)  

lambda t0 terminator

1_9_18 NdeI insertion Rvs Big(10,522 .. 10,567)  

NdeI(10,546)  
HindIII(10,533)  

1_9_18 NheI insertion Fwd Big(10,522 .. 10,567)  

AleI(10,476)  

8_2_17 M252V Lightning R(10,353 .. 10,386)  
8_2_17 M252V Lightning F(10,353 .. 10,386)  

BspQI - SapI(10,257)  

12_13_16_pIND4RC_AmberM210 Fwd(10,223 .. 10,253)  

PpuMI*(10,114)  

Phil's  2-1 Seq(9932 .. 9950)  
Phil's 2-1 Seq(9838 .. 9847)  

RsrII(9648)  

BsaBI*(9293)  
AhdI(9235)  

Phil's  1-1 Seq(9233 .. 9253)  

Phil's 2-1 Seq(9012 .. 9022)  

BamHI(8729)  
MreI(8639)  

BglII(8622)  

8-2-17 H sub middle(8521 .. 8537)  

puhA+6His

PflFI - Tth111I(8249)  

RBS

XbaI(7901)  

lac operator

MfeI  (13,057)

rrnB promoter

STOP

MCS

BspEI - Kpn2I  (13,204)
TatI  (13,210)

ScaI  (13,212)

4-18-17 Hifi  tRNA Rev for pRK   (13,193 .. 13,222)
4_18_17 Hifi tRNA R for pIND   (13,193 .. 13,246)

TatI  (389)
ScaI  (391)

rrnB T1 terminator

AsiSI  (1127)

BspDI - ClaI  (1432)

DraIII  (1659)

oriT

FspAI  (2276)

BbvCI  (2466)

NotI  (2802)

SfiI  (3233)

AarI  (4084)

12_13_16 pIND4RC_repA Sequence   (4657 .. 4677)

PmlI  (4663)

12_13_16_pIND4RC_SacI_Silent Fwd   (4766 .. 4793)
12_13_16_pIND4RC_SacI_Silent Rvs   (4766 .. 4793)

PciI  (5973)
SexAI*  (6164)

EcoRI  (6346)
SacI  (6356)

HpaI  (6651)
EcoRV  (6707)

BstEII   (6971)
MluI  (7153)

lacIq promoter

8-2-17 H Sub 5' Seq   (7778 .. 7797)

lac operator

MfeI  (7872)


