Sequence: 21_4 20 pIND4-GFP(wt)-MmXYRS full cut.dna (Circular / 11,374 bp)
Features: 33 total

Primers: 16 total

(11,316 .. 11,345) 4-18-17 Hifi tRNA Rev for pRK 4_18_17 Hifi tRNA R for pIND (11,316 .. 11,369)
M)
STOP
rrnB promoter
(Mm Pyl tRNA for oF incorporation
M13 fwd
(10,937 .. 10,956) 4_28_17 tRNA Term Primer
(10,830 .. 10,849) 4_18_17 Hifi aaRS R for tRNA
(10,845 .. 10,871) 4_18_17 Alt PCR Hifi tRNA for aaRS
(10,830 .. 10,849) 4_18_17 Hifi tRNA F for aaRS
mnB prom
(9097 ..9118) 4_28_17 aaRS Pro 5'

(9008 .. 9043) 4_18_17 Hifi aaRS F for pIND \ 3

lambda t0 terminator

(8647 .. 8687) 21_3_9 Gibson rvs
(8647 .. 8687) 21_3_10 NEBuilder Hifi rvs
(8671 ..8690) 1_9_18 Nhel insertion Fwd Big

oriT

@

21_4_20 pIND4-GFP(wt)-MmXYRS full cut
11,374 bp

(7882 ..7956) 21_3_10 pIND4-GFP-MmXYRS NEBuilder+full cut fwd

(7778 .. 7797) 8-2-17 H Sub 5' Seq

lacIq promoter «

12_13_16 pIND4RC_repA Sequence
12_13_16_pIND4RC_Sacl_Silent Fwd
12_13_16_pIND4RC_Sacl_Silent Rvs

(4657 .. 4677)
(4766 .. 4793)
(4766 .. 4793)
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