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Enzymes Sites
AflIII 1 792
ApaI 1 1236
ApaLI 1 314
AseI 1 486
BamHI 1 1241
BanI 1 1295
BanII 1 1236
BclI 1* 988*
BfuAI 1 358
BpuEI 1 384
BsaHI 1 331
BsiEI 1 1376
BsiHKAI 1 318
BspMI 1 358
BspQI 1 633
BsrDI 1 1297
BsrFI 1 152
BstBI 1 951
BtsI 1 379
BtsαI 1 379
EagI 1 1373
EarI 1 633
EcoNI 1 564
HincII 1 480
MmeI 1 241
MscI 1 761
MslI 1 648
NotI 1 1373
NspI 1 796
PaeR7I 1 1367
PasI 1 1237
PciI 1 792
PspOMI 1 1232
PspXI 1 1367
SapI 1 633
ScaI 1 1127
SfcI 1 256
SspI 1 462
SwaI 1 981
TatI 1 1125
XbaI 1 1273
XhoI 1 1367
XmnI 1 947
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Enzymes Sites 500 1000

AflIII 1
ApaI 1
ApaLI 1
AseI 1
BamHI 1
BanI 1
BanII 1
BclI 1*
BfuAI 1
BpuEI 1
BsaHI 1
BsiEI 1
BsiHKAI 1
BspMI 1
BspQI 1
BsrDI 1
BsrFI 1
BstBI 1
BtsI 1
BtsαI 1
EagI 1
EarI 1
EcoNI 1
HincII 1
MmeI 1
MscI 1
MslI 1
NotI 1
NspI 1
PaeR7I 1
PasI 1
PciI 1
PspOMI 1
PspXI 1
SapI 1
ScaI 1
SfcI 1
SspI 1
SwaI 1
TatI 1
XbaI 1
XhoI 1
XmnI 1
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Feature Location Size Type

✓ tac	promoter 479 .. 507 29	bp promoter

3	segments

/note = strong	E.	coli	promoter;	hybrid	between	the	trp	and	lac	UV5	promoters

✓ lac	operator 515 .. 531 17	bp protein_bind

/bound_moiety = lac	repressor	encoded	by	lacI

/note = The	lac	repressor	binds	to	the	lac	operator	to	inhibit	transcription	in	E.	coli.	This	inhibition	can	be	relieved	by	adding
lactose	or	isopropyl-β-D-thiogalactopyranoside	(IPTG).

✓ GST 554 .. 1207 654	bp CDS

/product = glutathione	S-transferase	from	Schistosoma	japonicum

/translation = MSPILGYWKIKGLVQPTRLLLEYLEEKYEEHLYERDEGDKWRNKKFELGLEFPNLPYYIDGDVKLTQSMAIIRYIADKHNMLGGCP
KERAEISMLEGAVLDIRYGVSRIAYSKDFETLKVDFLSKLPEMLKMFEDRLCHKTYLNGDHVTHPDFMLYDALDVVLYMDPMCLDA
FPKLVCFKKRIEAIPQIDKYLKSSKYIAWPLQGWQATFGGGDHPPK

218	amino	acids		=		25.5	kDa

✓ HRV	3C	site 1214 .. 1237 24	bp CDS

/product = recognition	and	cleavage	site	for	human	rhinovirus	3C	and	PreScission	proteases

/translation = LEVLFQGP

8	amino	acids		=		902.1	Da

✓ CD28	CAR	hinge	(I114	–	P152) 1247 .. 1363 117	bp CDS

/translation = IEVMYPPPYLDNEKSNGTIIHVKGKHLCPSPLFPGPSKP

39	amino	acids		=		4.3	kDa
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