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pAAV-u6-gRNA(DRD1.2)-hSYN-mCherry (5282 bp)

gagggcctatttcccatgattccttcatatttgcatatacgatacaaggctgttagagagataattggaattaatttgactgtaaacacaaagatattagtacaaaa

ctcccggataaagggtactaaggaagtataaacgtatatgctatgttccgacaatctctctattaaccttaattaaactgacatttgtgtttctataatcatgtttt

VspI

U6 promoter
hU6-F

source

10 20 30 40 50 60 70 80 90 100

tacgtgacgtagaaagtaataatttcttgggtagtttgcagttttaaaattatgttttaaaatggactatcatatgcttaccgtaacttgaaagtatttcgatttct

atgcactgcatctttcattattaaagaacccatcaaacgtcaaaattttaatacaaaattttacctgatagtatacgaatggcattgaactttcataaagctaaaga

U6 promoter
LKO.1 5'

source

110 120 130 140 150 160 170 180 190 200 210

tggctttatatatcttgtggaaaggacgaaacaccctgggcaatcctgtagatacgttttagagctagaaatagcaagttaaaataaggctagtccgttatcaactt

accgaaatatatagaacacctttcctgctttgtgggacccgttaggacatctatgcaaaatctcgatctttatcgttcaattttattccgatcaggcaatagttgaa

gRNA scaffold
U6 promoter

source

220 230 240 250 260 270 280 290 300 310 320

gaaaaagtggcaccgagtcggtgctttttttctagactgcagagggccctgcgtatgagtgcaagtgggttttaggaccaggatgaggcggggtgggggtgcctacc

ctttttcaccgtggctcagccacgaaaaaaagatctgacgtctcccgggacgcatactcacgttcacccaaaatcctggtcctactccgccccacccccacggatgg

XbaI

hSyn promotergRNA scaffold
source

330 340 350 360 370 380 390 400 410 420

tgacgaccgaccccgacccactggacaagcacccaacccccattccccaaattgcgcatcccctatcagagagggggaggggaaacaggatgcggcgaggcgcgtgc

actgctggctggggctgggtgacctgttcgtgggttgggggtaaggggtttaacgcgtaggggatagtctctccccctcccctttgtcctacgccgctccgcgcacg

hSyn promoter
source

430 440 450 460 470 480 490 500 510 520 530

gcactgccagcttcagcaccgcggacagtgccttcgcccccgcctggcggcgcgcgccaccgccgcctcagcactgaaggcgcgctgacgtcactcgccggtccccc

cgtgacggtcgaagtcgtggcgcctgtcacggaagcgggggcggaccgccgcgcgcggtggcggcggagtcgtgacttccgcgcgactgcagtgagcggccaggggg

AatII

hSyn promoter
source

540 550 560 570 580 590 600 610 620 630 640



11/27/2024 1:32:50 PMpAAV-u6-gRNA(DRD1.2)-hSYN-mCherry (5282 bp) (from 643-1177 bp)
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gcaaactccccttcccggccaccttggtcgcgtccgcgccgccgccggcccagccggaccgcaccacgcgaggcgcgagataggggggcacgggcgcgaccatctgc

cgtttgaggggaagggccggtggaaccagcgcaggcgcggcggcggccgggtcggcctggcgtggtgcgctccgcgctctatccccccgtgcccgcgctggtagacg

CpoI

hSyn promoter
source

650 660 670 680 690 700 710 720 730 740

gctgcggcgccggcgactcagcgctgcctcagtctgcggtgggcagcggaggagtcgtgtcgtgcctgagagcgcagtcgagaaggtaccggatcctctagagtcga

cgacgccgcggccgctgagtcgcgacggagtcagacgccacccgtcgcctcctcagcacagcacggactctcgcgtcagctcttccatggcctaggagatctcagct

XbaI
HincII

hSyn promoter
source

750 760 770 780 790 800 810 820 830 840 850

catggtgagcaagggcgaggaggataacatggccatcatcaaggagttcatgcgcttcaaggtgcacatggagggctccgtgaacggccacgagttcgagatcgagg

gtaccactcgttcccgctcctcctattgtaccggtagtagttcctcaagtacgcgaagttccacgtgtacctcccgaggcacttgccggtgctcaagctctagctcc

M V
2

S K
4

G E
6

E D
8

N M
10

A I
12

I K
14

E F
16

M R
18

F K
20

V H
22

M E
24

G S
26

V N
28

G H
30

E F
32

E I
34

E
mCherry

source

860 870 880 890 900 910 920 930 940 950 960

gcgagggcgagggccgcccctacgagggcacccagaccgccaagctgaaggtgaccaagggtggccccctgcccttcgcctgggacatcctgtcccctcagttcatg

cgctcccgctcccggcggggatgctcccgtgggtctggcggttcgacttccactggttcccaccgggggacgggaagcggaccctgtaggacaggggagtcaagtac

G
36

E G
38

E G
40

R P
42

Y E
44

G T
46

Q T
48

A K
50

L K
52

V T
54

K G
56

G P
58

L P
60

F A
62

W D
64

I L
66

S P
68

Q F
70

M
mCherry

mCherry-R
source

970 980 990 1,000 1,010 1,020 1,030 1,040 1,050 1,060 1,070

tacggctccaaggcctacgtgaagcaccccgccgacatccccgactacttgaagctgtccttccccgagggcttcaagtgggagcgcgtgatgaacttcgaggacgg

atgccgaggttccggatgcacttcgtggggcggctgtaggggctgatgaacttcgacaggaaggggctcccgaagttcaccctcgcgcactacttgaagctcctgcc

Eco147I

Y
72

G S
74

K A
76

Y V
78

K H
80

P A
82

D I
84

P D
86

Y L
88

K L
90

S F
92

P E
94

G F
96

K W
98

E R
100

V M
102

N F
104

E D
106

G
mCherry

source

1,080 1,090 1,100 1,110 1,120 1,130 1,140 1,150 1,160 1,170
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cggcgtggtgaccgtgacccaggactcctccctgcaggacggcgagttcatctacaaggtgaagctgcgcggcaccaacttcccctccgacggccccgtaatgcaga

gccgcaccactggcactgggtcctgaggagggacgtcctgccgctcaagtagatgttccacttcgacgcgccgtggttgaaggggaggctgccggggcattacgtct

G
108

V V
110

T V
112

T Q
114

D S
116

S L
118

Q D
120

G E
122

F I
124

Y K
126

V K
128

L R
130

G T
132

N F
134

P S
136

D G
138

P V
140

M Q
142

mCherry

mCherry-F
source

1,180 1,190 1,200 1,210 1,220 1,230 1,240 1,250 1,260 1,270 1,280

agaagaccatgggctgggaggcctcctccgagcggatgtaccccgaggacggcgccctgaagggcgagatcaagcagaggctgaagctgaaggacggcggccactac

tcttctggtacccgaccctccggaggaggctcgcctacatggggctcctgccgcgggacttcccgctctagttcgtctccgacttcgacttcctgccgccggtgatg

BpiI CaiIEco147I

K K
144

T M
146

G W
148

E A
150

S S
152

E R
154

M Y
156

P E
158

D G
160

A L
162

K G
164

E I
166

K Q
168

R L
170

K L
172

K D
174

G G
176

H Y
178

mCherry

source

1,290 1,300 1,310 1,320 1,330 1,340 1,350 1,360 1,370 1,380 1,390

gacgctgaggtcaagaccacctacaaggccaagaagcccgtgcagctgcccggcgcctacaacgtcaacatcaagttggacatcacctcccacaacgaggactacac

ctgcgactccagttctggtggatgttccggttcttcgggcacgtcgacgggccgcggatgttgcagttgtagttcaacctgtagtggagggtgttgctcctgatgtg

HincII

D A
180

E V
182

K T
184

T Y
186

K A
188

K K
190

P V
192

Q L
194

P G
196

A Y
198

N V
200

N I
202

K L
204

D I
206

T S
208

H N
210

E D
212

Y T
214

mCherry

source

1,400 1,410 1,420 1,430 1,440 1,450 1,460 1,470 1,480 1,490

catcgtggaacagtacgaacgcgccgagggccgccactccaccggcggcatggacgagctgtacaagtagtccggactcagatctcgagaggaggaggaggagacag

gtagcaccttgtcatgcttgcgcggctcccggcggtgaggtggccgccgtacctgctcgacatgttcatcaggcctgagtctagagctctcctcctcctcctctgtc

OliI
XhoI

BglII

I V
216

E Q
218

Y E
220

R A
222

E G
224

R H
226

S T
228

G G
230

M D
232

E L
234

Y K
236

*
mCherry

source

1,500 1,510 1,520 1,530 1,540 1,550 1,560 1,570 1,580 1,590 1,600

acagcaggatgccccacctcgacagccccggcagctcccagccgagacgctccttcctctcaagggtgatcagggcagcgctaccgttgcagctgcttctgctgctg

tgtcgtcctacggggtggagctgtcggggccgtcgagggtcggctctgcgaggaaggagagttcccactagtcccgtcgcgatggcaacgtcgacgaagacgacgac

source

1,610 1,620 1,630 1,640 1,650 1,660 1,670 1,680 1,690 1,700 1,710



11/27/2024 1:32:50 PMpAAV-u6-gRNA(DRD1.2)-hSYN-mCherry (5282 bp) (from 1713-2354 bp)
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ctgctgctcctggcctgcctgctacctgcctctgaagatgactacagctgcacccaggccaacaactttgcccgatccttctaccccatgctgcggtacaccaacgg

gacgacgaggaccggacggacgatggacggagacttctactgatgtcgacgtgggtccggttgttgaaacgggctaggaagatggggtacgacgccatgtggttgcc

source

1,720 1,730 1,740 1,750 1,760 1,770 1,780 1,790 1,800 1,810

gccacctcccacctaggaattcgatatcaagcttatcgataccgagcgctgctcgagagatctacgggtggcatccctgtgacccctccccagtgcctctcctggcc

cggtggagggtggatccttaagctatagttcgaatagctatggctcgcgacgagctctctagatgcccaccgtagggacactggggaggggtcacggagaggaccgg

XhoI BglII

hGH poly(A) signal
source

1,820 1,830 1,840 1,850 1,860 1,870 1,880 1,890 1,900 1,910 1,920

ctggaagttgccactccagtgcccaccagccttgtcctaataaaattaagttgcatcattttgtctgactaggtgtccttctataatattatggggtggaggggggt

gaccttcaacggtgaggtcacgggtggtcggaacaggattattttaattcaacgtagtaaaacagactgatccacaggaagatattataataccccacctcccccca

OliI

hGH poly(A) signal
source

1,930 1,940 1,950 1,960 1,970 1,980 1,990 2,000 2,010 2,020 2,030

ggtatggagcaaggggcaagttgggaagacaacctgtagggcctgcggggtctattgggaaccaagctggagtgcagtggcacaatcttggctcactgcaatctccg

ccatacctcgttccccgttcaacccttctgttggacatcccggacgccccagataacccttggttcgacctcacgtcaccgtgttagaaccgagtgacgttagaggc

BpiI

hGH poly(A) signal
hGH-PA-R

source

2,040 2,050 2,060 2,070 2,080 2,090 2,100 2,110 2,120 2,130 2,140

cctcctgggttcaagcgattctcctgcctcagcctcccgagttgttgggattccaggcatgcatgaccaggctcagctaatttttgtttttttggtagagacggggt

ggaggacccaagttcgctaagaggacggagtcggagggctcaacaaccctaaggtccgtacgtactggtccgagtcgattaaaaacaaaaaaaccatctctgcccca

hGH poly(A) signal
source

2,150 2,160 2,170 2,180 2,190 2,200 2,210 2,220 2,230 2,240

ttcaccatattggccaggctggtctccaactcctaatctcaggtgatctacccaccttggcctcccaaattgctgggattacaggcgtgaaccactgctcccttccc

aagtggtataaccggtccgaccagaggttgaggattagagtccactagatgggtggaaccggagggtttaacgaccctaatgtccgcacttggtgacgagggaaggg

Eco31I

hGH poly(A) signal
source

2,250 2,260 2,270 2,280 2,290 2,300 2,310 2,320 2,330 2,340 2,350
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tgtccttctgattttgtaggtaaccacgtgcggaccgagcggccgcaggaacccctagtgatggagttggccactccctctctgcgcgctcgctcgctcactgaggc

acaggaagactaaaacatccattggtgcacgcctggctcgccggcgtccttggggatcactacctcaaccggtgagggagagacgcgcgagcgagcgagtgactccg

CpoI NotI
Eco52I

AAV2 ITR
AAV2 ITR

source

2,360 2,370 2,380 2,390 2,400 2,410 2,420 2,430 2,440 2,450 2,460

cgggcgaccaaaggtcgcccgacgcccgggctttgcccgggcggcctcagtgagcgagcgagcgcgcagctgcctgcaggggcgcctgatgcggtattttctcctta

gcccgctggtttccagcgggctgcgggcccgaaacgggcccgccggagtcactcgctcgctcgcgcgtcgacggacgtccccgcggactacgccataaaagaggaat

AAV2 ITR
AAV2 ITR

source

2,470 2,480 2,490 2,500 2,510 2,520 2,530 2,540 2,550 2,560

cgcatctgtgcggtatttcacaccgcatacgtcaaagcaaccatagtacgcgccctgtagcggcgcattaagcgcggcgggtgtggtggttacgcgcagcgtgaccg

gcgtagacacgccataaagtgtggcgtatgcagtttcgttggtatcatgcgcgggacatcgccgcgtaattcgcgccgcccacaccaccaatgcgcgtcgcactggc

f1 ori
source

2,570 2,580 2,590 2,600 2,610 2,620 2,630 2,640 2,650 2,660 2,670

ctacacttgccagcgccttagcgcccgctcctttcgctttcttcccttcctttctcgccacgttcgccggctttccccgtcaagctctaaatcgggggctcccttta

gatgtgaacggtcgcggaatcgcgggcgaggaaagcgaaagaagggaaggaaagagcggtgcaagcggccgaaaggggcagttcgagatttagcccccgagggaaat

f1 ori
F1ori-R

source

2,680 2,690 2,700 2,710 2,720 2,730 2,740 2,750 2,760 2,770 2,780

gggttccgatttagtgctttacggcacctcgaccccaaaaaacttgatttgggtgatggttcacgtagtgggccatcgccctgatagacggtttttcgccctttgac

cccaaggctaaatcacgaaatgccgtggagctggggttttttgaactaaacccactaccaagtgcatcacccggtagcgggactatctgccaaaaagcgggaaactg

f1 ori
source

2,790 2,800 2,810 2,820 2,830 2,840 2,850 2,860 2,870 2,880

gttggagtccacgttctttaatagtggactcttgttccaaactggaacaacactcaactctatctcgggctattcttttgatttataagggattttgccgatttcgg

caacctcaggtgcaagaaattatcacctgagaacaaggtttgaccttgttgtgagttgagatagagcccgataagaaaactaaatattccctaaaacggctaaagcc

f1 ori
F1ori-F

source

2,890 2,900 2,910 2,920 2,930 2,940 2,950 2,960 2,970 2,980 2,990



11/27/2024 1:32:50 PMpAAV-u6-gRNA(DRD1.2)-hSYN-mCherry (5282 bp) (from 2997-3638 bp)
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tctattggttaaaaaatgagctgatttaacaaaaatttaacgcgaattttaacaaaatattaacgtttacaattttatggtgcactctcagtacaatctgctctgat

agataaccaattttttactcgactaaattgtttttaaattgcgcttaaaattgttttataattgcaaatgttaaaataccacgtgagagtcatgttagacgagacta

f1 ori pRS-marker
source

3,000 3,010 3,020 3,030 3,040 3,050 3,060 3,070 3,080 3,090 3,100

gccgcatagttaagccagccccgacacccgccaacacccgctgacgcgccctgacgggcttgtctgctcccggcatccgcttacagacaagctgtgaccgtctccgg

cggcgtatcaattcggtcggggctgtgggcggttgtgggcgactgcgcgggactgcccgaacagacgagggccgtaggcgaatgtctgttcgacactggcagaggcc

source

3,110 3,120 3,130 3,140 3,150 3,160 3,170 3,180 3,190 3,200 3,210

gagctgcatgtgtcagaggttttcaccgtcatcaccgaaacgcgcgagacgaaagggcctcgtgatacgcctatttttataggttaatgtcatgataataatggttt

ctcgacgtacacagtctccaaaagtggcagtagtggctttgcgcgctctgctttcccggagcactatgcggataaaaatatccaattacagtactattattaccaaa

pGEX 3' pBRforEco
source

3,220 3,230 3,240 3,250 3,260 3,270 3,280 3,290 3,300 3,310

cttagacgtcaggtggcacttttcggggaaatgtgcgcggaacccctatttgtttatttttctaaatacattcaaatatgtatccgctcatgagacaataaccctga

gaatctgcagtccaccgtgaaaagcccctttacacgcgccttggggataaacaaataaaaagatttatgtaagtttatacataggcgagtactctgttattgggact

BfuIAatII

AmpR promoter
source

3,320 3,330 3,340 3,350 3,360 3,370 3,380 3,390 3,400 3,410 3,420

taaatgcttcaataatattgaaaaaggaagagtatgagtattcaacatttccgtgtcgcccttattcccttttttgcggcattttgccttcctgtttttgctcaccc

atttacgaagttattataactttttccttctcatactcataagttgtaaaggcacagcgggaataagggaaaaaacgccgtaaaacggaaggacaaaaacgagtggg

M S
2

I Q
4

H F
6

R V
8

A L
10

I P
12

F F
14

A A
16

F C
18

L P
20

V F
22

A H
24

P
AmpR

AmpR promoter
source

3,430 3,440 3,450 3,460 3,470 3,480 3,490 3,500 3,510 3,520 3,530

agaaacgctggtgaaagtaaaagatgctgaagatcagttgggtgcacgagtgggttacatcgaactggatctcaacagcggtaagatccttgagagttttcgccccg

tctttgcgaccactttcattttctacgacttctagtcaacccacgtgctcacccaatgtagcttgacctagagttgtcgccattctaggaactctcaaaagcggggc

E
26

T L
28

V K
30

V K
32

D A
34

E D
36

Q L
38

G A
40

R V
42

G Y
44

I E
46

L D
48

L N
50

S G
52

K I
54

L E
56

S F
58

R P
60

AmpR

source

3,540 3,550 3,560 3,570 3,580 3,590 3,600 3,610 3,620 3,630
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aagaacgttttccaatgatgagcacttttaaagttctgctatgtggcgcggtattatcccgtattgacgccgggcaagagcaactcggtcgccgcatacactattct

ttcttgcaaaaggttactactcgtgaaaatttcaagacgatacaccgcgccataatagggcataactgcggcccgttctcgttgagccagcggcgtatgtgataaga

E E
62

R F
64

P M
66

M S
68

T F
70

K V
72

L L
74

C G
76

A V
78

L S
80

R I
82

D A
84

G Q
86

E Q
88

L G
90

R R
92

I H
94

Y S
96

AmpR

Amp-R
source

3,640 3,650 3,660 3,670 3,680 3,690 3,700 3,710 3,720 3,730 3,740

cagaatgacttggttgagtactcaccagtcacagaaaagcatcttacggatggcatgacagtaagagaattatgcagtgctgccataaccatgagtgataacactgc

gtcttactgaaccaactcatgagtggtcagtgtcttttcgtagaatgcctaccgtactgtcattctcttaatacgtcacgacggtattggtactcactattgtgacg

Q N
98

D L
100

V E
102

Y S
104

P V
106

T E
108

K H
110

L T
112

D G
114

M T
116

V R
118

E L
120

C S
122

A A
124

I T
126

M S
128

D N
130

T A
132

AmpR

source

3,750 3,760 3,770 3,780 3,790 3,800 3,810 3,820 3,830 3,840 3,850

ggccaacttacttctgacaacgatcggaggaccgaaggagctaaccgcttttttgcacaacatgggggatcatgtaactcgccttgatcgttgggaaccggagctga

ccggttgaatgaagactgttgctagcctcctggcttcctcgattggcgaaaaaacgtgttgtaccccctagtacattgagcggaactagcaacccttggcctcgact

A N
134

L L
136

L T
138

T I
140

G G
142

P K
144

E L
146

T A
148

F L
150

H N
152

M G
154

D H
156

V T
158

R L
160

D R
162

W E
164

P E
166

L
AmpR

source

3,860 3,870 3,880 3,890 3,900 3,910 3,920 3,930 3,940 3,950

atgaagccataccaaacgacgagcgtgacaccacgatgcctgtagcaatggcaacaacgttgcgcaaactattaactggcgaactacttactctagcttcccggcaa

tacttcggtatggtttgctgctcgcactgtggtgctacggacatcgttaccgttgttgcaacgcgtttgataattgaccgcttgatgaatgagatcgaagggccgtt

BseMI

N
168

E A
170

I P
172

N D
174

E R
176

D T
178

T M
180

P V
182

A M
184

A T
186

T L
188

R K
190

L L
192

T G
194

E L
196

L T
198

L A
200

S R
202

Q
AmpR

source

3,960 3,970 3,980 3,990 4,000 4,010 4,020 4,030 4,040 4,050 4,060

caattaatagactggatggaggcggataaagttgcaggaccacttctgcgctcggcccttccggctggctggtttattgctgataaatctggagccggtgagcgtgg

gttaattatctgacctacctccgcctatttcaacgtcctggtgaagacgcgagccgggaaggccgaccgaccaaataacgactatttagacctcggccactcgcacc

VspI

Q
204

L I
206

D W
208

M E
210

A D
212

K V
214

A G
216

P L
218

L R
220

S A
222

L P
224

A G
226

W F
228

I A
230

D K
232

S G
234

A G
236

E R
238

G
AmpR

source

4,070 4,080 4,090 4,100 4,110 4,120 4,130 4,140 4,150 4,160 4,170
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gtctcgcggtatcattgcagcactggggccagatggtaagccctcccgtatcgtagttatctacacgacggggagtcaggcaactatggatgaacgaaatagacaga

cagagcgccatagtaacgtcgtgaccccggtctaccattcgggagggcatagcatcaatagatgtgctgcccctcagtccgttgatacctacttgctttatctgtct

BseMI
Eco31I

S
240

R G
242

I I
244

A A
246

L G
248

P D
250

G K
252

P S
254

R I
256

V V
258

I Y
260

T T
262

G S
264

Q A
266

T M
268

D E
270

R N
272

R Q
274

AmpR

source

4,180 4,190 4,200 4,210 4,220 4,230 4,240 4,250 4,260 4,270 4,280

tcgctgagataggtgcctcactgattaagcattggtaactgtcagaccaagtttactcatatatactttagattgatttaaaacttcatttttaatttaaaaggatc

agcgactctatccacggagtgactaattcgtaaccattgacagtctggttcaaatgagtatatatgaaatctaactaaattttgaagtaaaaattaaattttcctag

I A
276

E I
278

G A
280

S L
282

I K
284

H W
286

*
AmpR

source

4,290 4,300 4,310 4,320 4,330 4,340 4,350 4,360 4,370 4,380

taggtgaagatcctttttgataatctcatgaccaaaatcccttaacgtgagttttcgttccactgagcgtcagaccccgtagaaaagatcaaaggatcttcttgaga

atccacttctaggaaaaactattagagtactggttttagggaattgcactcaaaagcaaggtgactcgcagtctggggcatcttttctagtttcctagaagaactct

source

4,390 4,400 4,410 4,420 4,430 4,440 4,450 4,460 4,470 4,480 4,490

tcctttttttctgcgcgtaatctgctgcttgcaaacaaaaaaaccaccgctaccagcggtggtttgtttgccggatcaagagctaccaactctttttccgaaggtaa

aggaaaaaaagacgcgcattagacgacgaacgtttgtttttttggtggcgatggtcgccaccaaacaaacggcctagttctcgatggttgagaaaaaggcttccatt

ori
source

4,500 4,510 4,520 4,530 4,540 4,550 4,560 4,570 4,580 4,590 4,600

ctggcttcagcagagcgcagataccaaatactgttcttctagtgtagccgtagttaggccaccacttcaagaactctgtagcaccgcctacatacctcgctctgcta

gaccgaagtcgtctcgcgtctatggtttatgacaagaagatcacatcggcatcaatccggtggtgaagttcttgagacatcgtggcggatgtatggagcgagacgat

ori
source

4,610 4,620 4,630 4,640 4,650 4,660 4,670 4,680 4,690 4,700

atcctgttaccagtggctgctgccagtggcgataagtcgtgtcttaccgggttggactcaagacgatagttaccggataaggcgcagcggtcgggctgaacgggggg

taggacaatggtcaccgacgacggtcaccgctattcagcacagaatggcccaacctgagttctgctatcaatggcctattccgcgtcgccagcccgacttgcccccc

CaiI

ori
source

4,710 4,720 4,730 4,740 4,750 4,760 4,770 4,780 4,790 4,800 4,810
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https://benchling.com/arjen/f/lib_o0vDWLUx-oxtr-crispr/seq_RR4gX8hS-paav-u6-grnadrd1-2-hsyn-mcherry/edit 9/9

ttcgtgcacacagcccagcttggagcgaacgacctacaccgaactgagatacctacagcgtgagctatgagaaagcgccacgcttcccgaagggagaaaggcggaca

aagcacgtgtgtcgggtcgaacctcgcttgctggatgtggcttgactctatggatgtcgcactcgatactctttcgcggtgcgaagggcttccctctttccgcctgt

ori
source

4,820 4,830 4,840 4,850 4,860 4,870 4,880 4,890 4,900 4,910 4,920

ggtatccggtaagcggcagggtcggaacaggagagcgcacgagggagcttccagggggaaacgcctggtatctttatagtcctgtcgggtttcgccacctctgactt

ccataggccattcgccgtcccagccttgtcctctcgcgtgctccctcgaaggtccccctttgcggaccatagaaatatcaggacagcccaaagcggtggagactgaa

BfuI

ori
pBR322ori-F

source

4,930 4,940 4,950 4,960 4,970 4,980 4,990 5,000 5,010 5,020

gagcgtcgatttttgtgatgctcgtcaggggggcggagcctatggaaaaacgccagcaacgcggcctttttacggttcctggccttttgctggccttttgctcacat

ctcgcagctaaaaacactacgagcagtccccccgcctcggatacctttttgcggtcgttgcgccggaaaaatgccaaggaccggaaaacgaccggaaaacgagtgta

ori
source

5,030 5,040 5,050 5,060 5,070 5,080 5,090 5,100 5,110 5,120 5,130

gtcctgcaggcagctgcgcgctcgctcgctcactgaggccgcccgggcgtcgggcgacctttggtcgcccggcctcagtgagcgagcgagcgcgcagagagggagtg

caggacgtccgtcgacgcgcgagcgagcgagtgactccggcgggcccgcagcccgctggaaaccagcgggccggagtcactcgctcgctcgcgcgtctctccctcac

AAV2 ITR (alternate)
source

5,140 5,150 5,160 5,170 5,180 5,190 5,200 5,210 5,220 5,230 5,240

gccaactccatcactaggggttcctgcggccgcacgcgt

cggttgaggtagtgatccccaaggacgccggcgtgcgca

NotI
Eco52I

AAV2 ITR (alternate)
source

5,250 5,260 5,270 5,280


