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pSC6 (56336 bp)

ori,rep, T,HIS3,CEN6,Bsu36I,PacI,AvrIl
ARSH4,0riT,Minimal oriT,+4

korC,klcB,aacC1,BK 490 F (DNA)
kleD,kleC, kleB, kleA
Selection for Pt
BK2040_F (DNA)

kleF2,kleF1,kleE
klaA
55000 upf16 .5
trfAl
ssb

trbA

klaB,BK 521 F (DNA),+1
\\BK 521 R (DNA)

klaC
trbB, Zral, +1

korA
incC1
korB trbC
trbD
korF
korG +1
kfrA
+1
kfrB trbF
trbG
kfrcC
trbH
traM
56336 bp s trbl
by
trakK —~ +1
+4 trbJ
traXx trbkK
tral trbL
+1
traH trbM
traG trbN, SnaBI
trbo, SbfI,+1
trbP
\ upf31.7
fiwA, +2

upf32.8,AsiSI,Pvul

traf
trak \ \
MauBI |\
Fragment 5,parA2,+1
parC,parD

C>A,upf35.8,+2
BK579_F (DNA)

BK 518 F (DNA)
Fragment 6

pBAD_TrbF_RFP_BAD terminator,+12
Nat for yeast,sce site, pBAD,RBS,+6
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