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pPSG1017-2xBsal-SaKKH-2xUGI_P2A _EGFP_codon_optim...

BciVI from QTC280,BspHI,AhdI,BsrDI,SacII,Kf1lI
DrdI FspI,AclI,BsrDI
PciI Pvul
L4440,BspQI, Sapl SG791
CAP binding site,+1 Acll
M13 Reverse,+2
SphI AmpR promoter,+3
BbsI SgrDI
+1 pRS-marker, +3
BGH-rev, Pmel
QTC294,+2

Apol

MfeI,Nrul
+1 Mlul
Spel
+1
NdeI
+1 BsaAl
+2
+1
+1
+1 +3
+5 +2
> 8136 bp o
PasI
UGL, +1 +4
+2 +4
BlpI KasI
+2 Narl
Sfol,+1
Bsu361I
SG1517,+3 PstI
SG1515,USER BsaAI,+2
BspDI
Clal
Agel BsrGI, SexAl
BlpI XcmI
BsmI
Eco53kI
PsrI Sacl
BspQI, SapI,Ajul, XcmI, SphI

EcoNI

Psrl
BstAPI
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