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Vector Summary
Vector ID VB250322-1146raf
Vector Name pAAV[Exp]-CMV>hMAPT[NM_001377265.1]/T2A/EGFP:WPRE3
Vector Size 7327 bp
Viral Genome Size 4708 bp
Vector Type Mammalian Gene Expression AAV Vector
Inserted Promoter CMV
Inserted ORF hMAPT[NM_001377265.1]/T2A/EGFP

Inserted Regulatory

WPRE3
Element

Plasmid Copy Number High

Antibiotic Resistance Ampicillin
Cloning Host VB UltraStable (or alternative strain)
Vector Map

Ampicillin

VB250322-1146raf

7327 bp

hMAPT[NM_001377265.1

Vector Components

Vector #: VB250322-1146raf Page 1/5


file:///tmp/www.vectorbuilder.com

(8) VectorBuilder

www.vectorbuilder.com

Size
Name Position (tl)zp) Type Description Application notes
Allows rescue of virus
AAV 5' inverted terminal | from recombinant
5 TR 1-130 130 | TTR repe'zat (functlor‘1al pIasmld and repllcat‘lon of
equivalent of wild-type | the viral genome; this ITR
5'ITR) is identical to that of the
wild-type AAV2 genome.
Human cytomegalovirus | Strong promoter; may
CcMVv W 158-746 589 | Promoter immediate early have variable strength in
enhancer/promoter some cell types.
Facilitates translation
Kozak = 771-776 6 Miscellaneo ‘Kc'>z'ak'translation initiation of ATG start
us initiation sequence codon downstream of the
Kozak sequence.
hMAPT[NM_00
1377265.1]/T2 | m 777-4055 3279 | CDS None None
AJEGFP
Truncated short version | Contained only minimal
Miscellaneo of woodchuck hepatitis | gamma and alpha
WPRE3 W 4086-4333 248 us virus posttranscriptional | subunits of WPRE. Slightly
regulatory element (248 | weaker effective
bp) compared to WPRE.
Allows transcription
Regulator Bovine growth hormone termination and
BGH pA 4364-4571 208 Ele?'nents y ol adegn lation sianal polyadenylation of mMRNA
POl y g transcribed by Pol II RNA
polymerase.
Allows rescue of virus
from recombinant
3' TR complement 130 | TTR AAV 3" inverted terminal pIasrTﬂd and replicat‘ion of
repeat the viral genome; this ITR
(4579-4708) . .
is identical to that of the
wild-type AAV2 genome.
Ampicillin resistance Allows E. coli to be
Ampicillin M 5636-6496 861 | CDS picidin res! W 1€
gene resistant to ampicillin.
Facilitates plasmid
replication in E. coli;
pUC ori 6667-7255 589 | Rep_origin | pUC origin of replication | regulates high-copy

plasmid number (500-
700).
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Note: Components added by user are listed in bold red text.

Vector Sequence

CTGCGCGCTC GCTCGCTCAC TGAGGCCGCC CGGGCAAAGC CCGGGCGTCG GGCGACCTTT GGTCGCCCGG CCTCAGTGAG
CGAGCGAGCG CGCAGAGAGG GAGTGGCCAA CTCCATCACT AGGGGTTCCT TCTAGACAAC TTTGTATAGA AAAGTTGTAG
TTATTAATAG TAATCAATTA CGGGGTCATT AGTTCATAGC CCATATATGG AGTTCCGCGT TACATAACTT ACGGTAAATG
GCCCGCCTGG CTGACCGCCC AACGACCCCC GCCCATTGAC GTCAATAATG ACGTATGTTC CCATAGTAAC GCCAATAGGG
ACTTTCCATT GACGTCAATG GGTGGAGTAT TTACGGTAAA CTGCCCACTT GGCAGTACAT CAAGTGTATC ATATGCCAAG
TACGCCCCCT ATTGACGTCA ATGACGGTAA ATGGCCCGCC TGGCATTATG CCCAGTACAT GACCTTATGG GACTTTCCTA
CTTGGCAGTA CATCTACGTA TTAGTCATCG CTATTACCAT GGTGATGCGG TTTTGGCAGT ACATCAATGG GCGTGGATAG
CGGTTTGACT CACGGGGATT TCCAAGTCTC CACCCCATTG ACGTCAATGG GAGTTTGTTT TGGCACCAAA ATCAACGGGA
CTTTCCAAAA TGTCGTAACA ACTCCGCCCC ATTGACGCAA ATGGGCGGTA GGCGTGTACG GTGGGAGGTC TATATAAGCA
GAGCTGGTTT AGTGAACCGT CAGATCCAAG TTTGTACAAA AAAGCAGGCT GCCACCATGG CTGAGCCCCG CCAGGAGTTC
GAAGTGATGG AAGATCACGC TGGGACGTAC GGGTTGGGGG ACAGGAAAGA TCAGGGGGGC TACACCATGC ACCAAGACCA
AGAGGGTGAC ACGGACGCTG GCCTGAAAGA ATCTCCCCTG CAGACCCCCA CTGAGGACGG ATCTGAGGAA CCGGGCTCTG
AAACCTCTGA TGCTAAGAGC ACTCCAACAG CGGAAGCTGA AGAAGCAGGC ATTGGAGACA CCCCCAGCCT GGAAGACGAA
GCTGCTGGTC ACGTGACCCA AGAGGAGTTG AGAGTTCCGG GCCGGCAGAG GAAGGCGCCT GAAAGGCCCC TGGCCAATGA
GATTAGCGCC CACGTCCAGC CTGGACCCTG CGGAGAGGCC TCTGGGGTCT CTGGGCCGTG CCTCGGGGAG AAAGAGCCAG
AAGCTCCCGT CCCGCTGACC GCGAGCCTTC CTCAGCACCG TCCCGTTTGC CCAGCGCCTC CTCCAACAGG AGGCCCTCAG
GAGCCCTCCC TGGAGTGGGG ACAAAAAGGC GGGGACTGGG CCGAGAAGGG TCCGGCCTTT CCGAAGCCCG CCACCACTGC
GTATCTCCAC ACAGAGCCTG AAAGTGGTAA GGTGGTCCAG GAAGGCTTCC TCCGAGAGCC AGGCCCCCCA GGTCTGAGCC
ACCAGCTCAT GTCCGGCATG CCTGGGGCTC CCCTCCTGCC TGAGGGCCCC AGAGAGGCCA CACGCCAACC TTCGGGGACA
GGACCTGAGG ACACAGAGGG CGGCCGCCAC GCCCCTGAGC TGCTCAAGCA CCAGCTTCTA GGAGACCTGC ACCAGGAGGG
GCCGCCGCTG AAGGGGGCAG GGGGCAAAGA GAGGCCGGGG AGCAAGGAGG AGGTGGATGA AGACCGCGAC GTCGATGAGT
CCTCCCCCCAAGACTCCCCT CCCTCCAAGG CCTCCCCAGC CCAAGATGGG CGGCCTCCCC AGACAGCCGC CAGAGAAGCC
ACCAGCATCC CAGGCTTCCC AGCGGAGGGT GCCATCCCCC TCCCTGTGGATTTCCTCTCC AAAGTTTCCA CAGAGATCCC
AGCCTCAGAG CCCGACGGGC CCAGTGTAGG GCGGGCCAAA GGGCAGGATG CCCCCCTGGA GTTCACGTTT CACGTGGAAA
TCACACCCAA CGTGCAGAAG GAGCAGGCGC ACTCGGAGGA GCATTTGGGA AGGGCTGCAT TTCCAGGGGC CCCTGGAGAG
GGGCCAGAGG CCCGGGGCCC CTCTTTGGGA GAGGACACAA AAGAGGCTGA CCTTCCAGAG CCCTCTGAAA AGCAGCCTGC
TGCTGCTCCG CGGGGGAAGC CCGTCAGCCG GGTCCCTCAA CTCAAAGCTC GCATGGTCAG TAAAAGCAAA GACGGGACTG
GAAGCGATGA CAAAAAAGCC AAGACATCCA CACGTTCCTC TGCTAAAACC TTGAAAAATA GGCCTTGCCT TAGCCCCAAA
CACCCCACTC CTGGTAGCTC AGACCCTCTG ATCCAACCCT CCAGCCCTGC TGTGTGCCCA GAGCCACCTT CCTCTCCTAA
ATACGTCTCT TCTGTCACTT CCCGAACTGG CAGTTCTGGA GCAAAGGAGA TGAAACTCAA GGGGGCTGAT GGTAAAACGA
AGATCGCCAC ACCGCGGGGA GCAGCCCCTC CAGGCCAGAA GGGCCAGGCC AACGCCACCA GGATTCCAGC AAAAACCCCG
CCCGCTCCAA AGACACCACC CAGCTCTGGT GAACCTCCAA AATCAGGGGA TCGCAGCGGC TACAGCAGCC CCGGCTCCCC
AGGCACTCCC GGCAGCCGCT CCCGCACCCC GTCCCTTCCA ACCCCACCCA CCCGGGAGCC CAAGAAGGTG GCAGTGGTCC
GTACTCCACC CAAGTCGCCG TCTTCCGCCA AGAGCCGCCT GCAGACAGCC CCCGTGCCCA TGCCAGACCT GAAGAATGTC
AAGTCCAAGA TCGGCTCCAC TGAGAACCTG AAGCACCAGC CGGGAGGCGG GAAGGTGCAG ATAATTAATA AGAAGCTGGA
TCTTAGCAAC GTCCAGTCCA AGTGTGGCTC AAAGGATAAT ATCAAACACG TCCCGGGAGG CGGCAGTGTG CAAATAGTCT
ACAAACCAGT TGACCTGAGC AAGGTGACCT CCAAGTGTGG CTCATTAGGC AACATCCATC ATAAACCAGG AGGTGGCCAG
GTGGAAGTAA AATCTGAGAA GCTTGACTTC AAGGACAGAG TCCAGTCGAA GATTGGGTCC CTGGACAATA TCACCCACGT
CCCTGGCGGA GGAAATAAAA AGATTGAAAC CCACAAGCTG ACCTTCCGCG AGAACGCCAA AGCCAAGACA GACCACGGGG
CGGAGATCGT GTACAAGTCG CCAGTGGTGT CTGGGGACAC GTCTCCACGG CATCTCAGCA ATGTCTCCTC CACCGGCAGC
ATCGACATGG TAGACTCGCC CCAGCTCGCC ACGCTAGCTG ACGAGGTGTC TGCCTCCCTG GCCAAGCAGG GTTTGGGAAG
CGGAGAGGGC AGGGGAAGTC TTCTAACATG CGGGGACGTG GAGGAAAATC CCGGCCCCGT GAGCAAGGGC GAGGAGCTG’
TCACCGGGGT GGTGCCCATC CTGGTCGAGC TGGACGGCGA CGTAAACGGC CACAAGTTCA GCGTGTCCGG CGAGGGCGAG
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3441
3521
3601
3681
3761
3841
3921
4001
4081
4161
4241
4321
4401
4481
4561
4641
4721
4801
4881
4961
5041
5121
5201
5281
5361
5441
5521
5601
5681
5761
5841
5921
6001
6081
6161
6241
6321
6401
6481
6561
6641
6721
6801
6881
6961
7041
7121

GGCGATGCCA CCTACGGCAA GCTGACCCTG AAGTTCATCT GCACCACCGG CAAGCTGCCC GTGCCCTGGC CCACCCTCGT
GACCACCCTG ACCTACGGCG TGCAGTGCTT CAGCCGCTAC CCCGACCACA TGAAGCAGCA CGACTTCTTC AAGTCCGCCA
TGCCCGAAGG CTACGTCCAG GAGCGCACCATCTTCTTCAA GGACGACGGC AACTACAAGA CCCGCGCCGA GGTGAAGTTC
GAGGGCGACA CCCTGGTGAA CCGCATCGAG CTGAAGGGCA TCGACTTCAA GGAGGACGGC AACATCCTGG GGCACAAGCT
GGAGTACAAC TACAACAGCC ACAACGTCTA TATCATGGCC GACAAGCAGA AGAACGGCAT CAAGGTGAAC TTCAAGATCC
GCCACAACAT CGAGGACGGC AGCGTGCAGC TCGCCGACCA CTACCAGCAG AACACCCCCATCGGCGACGG CCCCGTGCTG
CTGCCCGACA ACCACTACCT GAGCACCCAG TCCGCCCTGA GCAAAGACCC CAACGAGAAG CGCGATCACA TGGTCCTGCT
GGAGTTCGTG ACCGCCGCCG GGATCACTCT CGGCATGGAC GAGCTGTACA AGTGAACCCA GCTTTCTTGT ACAAAGTGGG
AATTCATAAT CAACCTCTGG ATTACAAAAT TTGTGAAAGA TTGACTGGTA TTCTTAACTA TGTTGCTCCT TTTACGCTAT
GTGGATACGC TGCTTTAATG CCTTTGTATC ATGCTATTGC TTCCCGTATG GCTTTCATTT TCTCCTCCTT GTATAAATCC
TGGTTAGTTC TTGCCACGGC GGAACTCATC GCCGCCTGCC TTGCCCGCTG CTGGACAGGG GCTCGGCTGT TGGGCACTGA
CAATTCCGTG GTGGAATTCC TAGAGCTCGC TGATCAGCCT CGACTGTGCC TTCTAGTTGC CAGCCATCTG TTGTTTGCCC
CTCCCCCGTG CCTTCCTTGA CCCTGGAAGG TGCCACTCCC ACTGTCCTTT CCTAATAAAA TGAGGAAATT GCATCGCATT
GTCTGAGTAG GTGTCATTCT ATTCTGGGGG GTGGGGTGGG GCAGGACAGC AAGGGGGAGG ATTGGGAAGA GAATAGCAGG
CATGCTGGGG AGGGCCGCAG GAACCCCTAG TGATGGAGTT GGCCACTCCC TCTCTGCGCG CTCGCTCGCT CACTGAGGCC
GGGCGACCAA AGGTCGCCCG ACGCCCGGGC TTTGCCCGGG CGGCCTCAGT GAGCGAGCGA GCGCGCAGCT GCCTGCAGGG
GCGCCTGATG CGGTATTTTC TCCTTACGCA TCTGTGCGGT ATTTCACACC GCATACGTCA AAGCAACCAT AGTACGCGCC
CTGTAGCGGC GCATTAAGCG CGGCGGGGGT GGTGGTTACG CGCAGCGTGA CCGCTACACT TGCCAGCGCC TTAGCGCCCG
CTCCTTTCGC TTTCTTCCCT TCCTTTCTCG CCACGTTCGC CGGCTTTCCC CGTCAAGCTC TAAATCGGGG GCTCCCTTTA
GGGTTCCGAT TTAGTGCTTT ACGGCACCTC GACCCCAAAA AACTTGATTT GGGTGATGGT TCACGTAGTG GGCCATCGCC
CTGATAGACG GTTTTTCGCC CTTTGACGTT GGAGTCCACG TTCTTTAATA GTGGACTCTT GTTCCAAACT GGAACAACAC
TCAACTCTAT CTCGGGCTAT TCTTTTGATT TATAAGGGAT TTTGCCGATT TCGGTCTATT GGTTAAAAAA TGAGCTGATT
TAACAAAAAT TTAACGCGAA TTTTAACAAA ATATTAACGT TTACAATTTT ATGGTGCACT CTCAGTACAA TCTGCTCTGA
TGCCGCATAG TTAAGCCAGC CCCGACACCC GCCAACACCC GCTGACGCGC CCTGACGGGC TTGTCTGCTC CCGGCATCCG
CTTACAGACA AGCTGTGACC GTCTCCGGGA GCTGCATGTG TCAGAGGTTT TCACCGTCAT CACCGAAACG CGCGAGACGA
AAGGGCCTCG TGATACGCCT ATTTTTATAG GTTAATGTCA TGATAATAAT GGTTTCTTAG ACGTCAGGTG GCACTTTTCG
GGGAAATGTG CGCGGAACCC CTATTTGTTT ATTTTTCTAA ATACATTCAA ATATGTATCC GCTCATGAGA CAATAACCCT
GATAAATGCT TCAATAATAT TGAAAAAGGA AGAGTATGAG TATTCAACAT TTCCGTGTCG CCCTTATTCC CTTTTTTGCG
GCATTTTGCC TTCCTGTTTT TGCTCACCCA GAAACGCTGG TGAAAGTAAA AGATGCTGAA GATCAGTTGG GTGCACGAGT
GGGTTACATC GAACTGGATC TCAACAGCGG TAAGATCCTT GAGAGTTTTC GCCCCGAAGA ACGTTTTCCA ATGATGAGCA
CTTTTAAAGT TCTGCTATGT GGCGCGGTAT TATCCCGTAT TGACGCCGGG CAAGAGCAAC TCGGTCGCCG CATACACTAT
TCTCAGAATG ACTTGGTTGA GTACTCACCA GTCACAGAAA AGCATCTTAC GGATGGCATG ACAGTAAGAG AATTATGCAG
TGCTGCCATA ACCATGAGTG ATAACACTGC GGCCAACTTA CTTCTGACAA CGATCGGAGG ACCGAAGGAG CTAACCGCTT
TTTTGCACAA CATGGGGGAT CATGTAACTC GCCTTGATCG TTGGGAACCG GAGCTGAATG AAGCCATACC AAACGACGAG
CGTGACACCA CGATGCCTGT AGCAATGGCA ACAACGTTGC GCAAACTATT AACTGGCGAA CTACTTACTC TAGCTTCCCG
GCAACAATTA ATAGACTGGA TGGAGGCGGA TAAAGTTGCA GGACCACTTC TGCGCTCGGC CCTTCCGGCT GGCTGGTTTA
TTGCTGATAA ATCTGGAGCC GGTGAGCGTG GAAGCCGCGG TATCATTGCA GCACTGGGGC CAGATGGTAA GCCCTCCCGT
ATCGTAGTTA TCTACACGAC GGGGAGTCAG GCAACTATGG ATGAACGAAA TAGACAGATC GCTGAGATAG GTGCCTCACT
GATTAAGCAT TGGTAACTGT CAGACCAAGT TTACTCATAT ATACTTTAGA TTGATTTAAA ACTTCATTTT TAATTTAAAA
GGATCTAGGT GAAGATCCTT TTTGATAATC TCATGACCAA AATCCCTTAA CGTGAGTTTT CGTTCCACTG AGCGTCAGAC
CCCGTAGAAA AGATCAAAGG ATCTTCTTGA GATCCTTTTT TTCTGCGCGT AATCTGCTGC TTGCAAACAA AAAAACCACC
GCTACCAGCG GTGGTTTGTT TGCCGGATCA AGAGCTACCAACTCTTTTTC CGAAGGTAAC TGGCTTCAGC AGAGCGCAGA
TACCAAATAC TGTTCTTCTA GTGTAGCCGT AGTTAGGCCA CCACTTCAAG AACTCTGTAG CACCGCCTAC ATACCTCGCT
CTGCTAATCC TGTTACCAGT GGCTGCTGCC AGTGGCGATA AGTCGTGTCT TACCGGGTTG GACTCAAGAC GATAGTTACC
GGATAAGGCG CAGCGGTCGG GCTGAACGGG GGGTTCGTGC ACACAGCCCA GCTTGGAGCG AACGACCTAC ACCGAACTGA
GATACCTACA GCGTGAGCTA TGAGAAAGCG CCACGCTTCC CGAAGGGAGA AAGGCGGACA GGTATCCGGT AAGCGGCAGG
GTCGGAACAG GAGAGCGCAC GAGGGAGCTT CCAGGGGGAA ACGCCTGGTA TCTTTATAGT CCTGTCGGGT TTCGCCACCT
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7201 CTGACTTGAG CGTCGATTTT TGTGATGCTC GTCAGGGGGG CGGAGCCTAT GGAAAAACGC CAGCAACGCG GCCTTTTTAC
7281 GGTTCCTGGC CTTTTGCTGG CCTTTTGCTC ACATGTCCTG CAGGCAG

Validation by Restriction Enzyme Digestion

Restriction Enzymes Cutting Sites DNA Fragments (bp)
Nael 1084, 4922 3838, 3489
Nhel 3234 7327
Apall 5255, 5752, 6998 497, 1246, 5584
ApalLI+Nhel 3234, 5255, 5752, 6998 2021, 497, 1246, 3563
ApalLI+Nael 1084, 4922, 5255, 5752, 6998 3838, 333, 497, 1246, 1413

Vector #: VB250322-1146raf

Page 5/5


file:///tmp/www.vectorbuilder.com

