
Deleted T in between UTR regions

59 bp Sep2 CDS recovery after cr36 cut (no stop codon)
Recovering the AGCCT lost due to HindIII digestion

Ligation

TGA stop codon

Linker

TTC->TTT (1->0.76)

CGC -> CGT (1->0.24)*0.35

GGC->GGT (1->0.34)TCC->TCT (0.71->0.31)*0.67,

GCG->GCT (*1->0.42)GCA->GCG (0.74->0.87),

GCC-GCT (*1->0.42)*0.74CGA->CGT (0.18->0.24),

GAG->GAA (1->0.29)
Ligation

NK812 - pMDC5: pMS18_GB5

5,558 bp


