Sequence: pCambia2300-Aar1-ccdB-NLS2xmCH_plLasmidFile_pLann_SI-annotations.gbk (Circular/ 14,428 bp)
Enzymes: Unique 6+ Cutters (21 of 678 total)
Features: 33 total
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pCambia2300-Aar1-ccdB-NLS2xmCH_pLasmidFile_pLann_SI-annotations.gbk (Circular/ 14,428 bp)

DNA Type: Synthetic DNA

Unspecified
Dam™ Dcm™ EcoKI

Description:

Created: Jan 18, 2026
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Accession Number:
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Sequence Author:

Comments: Annotated with pLannotate v1.2.0
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