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Sequence:  pCambia2300-Aar1-BCPp-NLS-2xmCH_STR1p-cYFP-STR1g_STR2p-nYFP-STR2g_plasmidFile-pLann_SI-annotations.gbk  (Circular / 23,930 bp)
Enzymes:  Unique 6+ Cutters  (23 of 678 total)
Features:  45 total
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DNA Type:  Synthetic DNA
 
 Unspecified
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