LacZ alpha 307..239

M13-fwd 378..395

| T7 429..445

' | gene 60 5°'UTR 446..506
lCoding region 507..644
| Take Off 642..644
TOP 645..647

anding Site 692..694
pUC19 gene 60

3319 bp -
Coding Region 695..1039

gene 60 3'UTR 1040..1079

1080 Hindlll (1)
M13-rev 1114..1094
LacO 1142..1120

ColE1 origin 2164..1482
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|
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3269 bp
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ColE1 origin 2114..1432



Lacf alpha 307..239

| 2927 bp

ColE1 origin 1772..1090
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M13-fwd 378..395
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Take Off 642..644
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683 Hindlll (1)

M13-rev 722..702

LacO 750..728
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STOP 648..650
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| 2930 bp
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ColE1 origin 1775..1093



Lac? alpha 307..239
M13-fwd 378..395
423 Xbal (1)
T7 429..445
gene G0 5'UTR 446..506

Take Off 642..644
STOP 645..647

Landing Site 692..694
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— 744 Hindlll (1)
M13-rev 778..758

LacO B0G..784

ColE1 origin 1828.1146



