pmTFP1-Peroxisomes-2                                                                 Sequence Number:  Per-100
GTGAGCAAG - mTFP1 Sequence (708 Nucleotides - 236 Amino Acids)

GCCTACGGC - mTFP1 Chromophore (AYG)

TCCAAGCTG - Peroximal Targeting Signal 1 (PTS1; 9 Nucleotides - 3 Amino Acids: SKL)

LINKER - 2 Amino Acids (6 Nucleotides) between mTFP1 and PTS1

ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo
GATGCGGTTTGGCAGTACATCAATGGGCGTGGATAGCGGTTGACTCACGGGGATTTCCAAGTCTCCACCCCATTGACGTCAATGGGAGTTGTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGACCACAATGGGCGTAATCAAGCCCGACATGAAGATCAAGCTGAAGATGGAGGGCAACGTGAATGGCCACGCCTTCGTGATCGAGGGCGAGGGCGAGGGCAAGCCCTACGACGGCACCAACACCATCAACCTGGAGGTGAAGGAGGGAGCCCCCCTGCCCTTCTCCTACGACATTCTGACCACCGCGTTCGCCTACGGCAACAGGGCCTTCACCAAGTACCCCGACGACATCCCCAACTACTTCAAGCAGTCCTTCCCCGAGGGCTACTCTTGGGAGCGCACCATGACCTTCGAGGACAAGGGCATCGTGAAGGTGAAGTCCGACATCTCCATGGAGGAGGACTCCTTCATCTACGAGATACACCTCAAGGGCGAGAACTTCCCCCCCAACGGCCCCGTGATGCAGAAGAAGACCACCGGCTGGGACGCCTCCACCGAGAGGATGTACGTGCGCGACGGCGTGCTGAAGGGCGACGTCAAGCACAAGCTGCTGCTGGAGGGCGGCGGCCACCACCGCGTTGACTTCAAGACCATCTACAGGGCCAAGAAGGCGGTGAAGCTGCCCGACTATCACTTTGTGGACCACCGCATCGAGATCCTGAACCACGACAAGGACTACAACAAGGTGACCGTTTACGAGAGCGCCGTGGCCCGCAACTCCACCGACGGCATGGACGAGCTGTACAAGTCCGGATCCAAGCTGTAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAACCTCCCACACCTCCCCCTGAACCTGAAACATAAATGAATGCAATTGTTGTTGTAACTTGTTATTGCAGCTTATAATGGTTACAATAAGCATAGCATCACAAATTTCACAATAAGCATTTTTTCACTGCATTCTAGTTGTGTTGTCCAACTCATCATGTATCTAAGCGTAAATTGTAGCGTATATTTGTAAATCGCGTAATTTTGTAATCAGCTCATTTTACATAGCGAATCGGCAA
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mTFP1-Peroxisomes-2 in Fox Lung (FoLu) Fibroblast Cells
