pmPA-GFP-N1






    Sequence Number:  CV-126
ATGGTGAGC - mPA-GFP Sequence (717 Nucleotides - 239 Amino Acids) 

AGCTACGGC - mPA-GFP Chromophore (SYG)
GCTAGCGCT - Multiple Cloning Site Sequence (88 Nucleotides)

ATG - Methionine Start Codon

TAG TAA TGA - Stop Codons



Antibiotic = Kan/Neo
GTGGATAGCGGTTTGACTCACGGGGATTTTCCAAGTCTCCACCCCCATTGACGTCAATGGGAGTTTGTTTGGCACCAAAATCAACGGGACTTTCCAAAATGTCGTAACAACTCCGCCCCATTGACGCAAATGGGCGGTAGGCGTGTACGGTGGGAGGTCTATATAAGCAGAGCTGGTTTAGTGAACCGTCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGCAGTCGACGGTACCGCGGGCCCGGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCAGCTACGGCGTGCAGTGCTTCAGCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGCCAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCCACCAGTCCAAGCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATTTGTAGAGGTTTTACTTGCTTTAAAAACCTCCCACACCTCCCCTGACCTGAACATAAATGATGCATTGTGTGTAACTTGTTATTGCAGCTATATGGTTACAATAAGCATACATCACAATTCACAATAAGCATTTTTCACTGCATCTAGTGTGGTTGCCAACTCATCATG
Multiple Cloning Site:
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A206K Mutation: GCC => AAG
Photoactivation mutation is T203H (ACC => CAC)
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mPA-GFP-N1 in HeLa Cells
