pCitrine-pBAD


                                                 Sequence Number:  PBAD-1xx
GTGAGCAAG - Citrine Sequence (717 Nucleotides - 239 Amino Acids)

GGCTACGGC - Citrine Chromophore (GYG)
CATCATCAT - 6X Histidine Sequence
TCCGGACTC - Multiple Cloning and pBAD Components

ATG - Methionine Start Codon

TAA - Stop Codon                                                                                              Antibiotic = Amp
TGCTAGCATAGCATTTTATCATAGATAGCGGATACTACCTGACGCTTTTTATCGCACTCTTACTGTTTCTCATACCGTTTTTTGGGCTAGAAATAATTTGTTACTTTAGAGAGATATACATATGCGGGGTTCTCATCATCATCATCATCATGTATGCTAGCATGACTGGTGGACAGCAAATGGGTCGGGATCTGTACGAGAACCTGTACTTCAGGGCTCGAGCATGGTGAGCAAGGGCGAGGAGCTGTTCACCGGGGTGGTGCCCATCCTGGTCGAGCTGGACGGCGACGTAAACGGCCACAAGTTCAGCGTGTCCGGCGAGGGCGAGGGCGATGCCACCTACGGCAAGCTGACCCTGAAGTTCATCTGCACCACCGGCAAGCTGCCCGTGCCCTGGCCCACCCTCGTGACCACCTTCGGCTACGGCCTGATGTGCTTCGCCCGCTACCCCGACCACATGAAGCAGCACGACTTCTTCAAGTCCGCCATGCCCGAAGGCTACGTCCAGGAGCGCACCATCTTCTTCAAGGACGACGGCAACTACAAGACCCGCGCCGAGGTGAAGTTCGAGGGCGACACCCTGGTGAACCGCATCGAGCTGAAGGGCATCGACTTCAAGGAGGACGGCAACATCCTGGGGCACAAGCTGGAGTACAACTACAACAGCCACAACGTCTATATCATGGCCGACAAGCAGAAGAACGGCATCAAGGTGAACTTCAAGATCCGCCACAACATCGAGGACGGCAGCGTGCAGCTCGCCGACCACTACCAGCAGAACACCCCCATCGGCGACGGCCCCGTGCTGCTGCCCGACAACCACTACCTGAGCTACCAGTCCGCCCTGAGCAAAGACCCCAACGAGAAGCGCGATCACATGGTCCTGCTGGAGTTCGTGACCGCCGCCGGGATCACTCTCGGCATGGACGAGCTGTACAAGTAAGAATTCGAAGCTTGGCTGTTTTGGCGGATGAGAGAAGATTTTCAGCCTGATACAGATTAAATCAGAACGCAGAAGCGTCTGTAAATCAGAACTGCATAGGGT

