pmApple-Paxillin-KM-N-18




 Sequence Number:  Pax-139
ATGGTGAGC - mApple Sequence (708 Nucleotides - 236 Amino Acids)

ATGTACGGC - mApple Chromophore (MYG)
CAACCTAAA - Paxillin Sequence (1677 Nucleotides - 559 Amino Acids)
LINKER - 18 Amino Acids (54 Nucleotides) between Paxillin KM and mApple
ATG - Methionine Start Codon
TAG TAA TGA - Stop Codons                                                                     Antibiotic = Kan/Neo
Paxillin KM contains T132S (TCA) and M133L (CTG) to eliminate a Kozak sequence

TGAACGTCAGATCCGCTAGCGCCACCATGATGGACGACCTCGATGCCTTACTGGCAGACCTGGAATCCACCACCTCGCATATCTCTAAGCGACCGGTGTTTCTAACAGAGGAAACGCCTTACTCCTACCCAACTGGAAACCATACGTACCAGGAGATTGCTGTGCCACCGCCGGTGCCCCCGCCGCCTTCCAGTGAGGCCCTAAATGGCACTGTGATTGACCCCTTAGACCAGTGGCAACCCAGCGTGTCCAGATACGGCCACCAGCAACCTCAGTCCCAGTCTCCGATATACAGCTCTAGTGCCAAAAGCTCCAGTGCCTCTGTTCCTAGAGACGGGCTCAGCTCCCCTTCTCCCCGTGCCAGTGAGGAGGAACACGTGTACAGCTTCCCAAACAAGCAGAAGTCTGCAGAACCATCTCCCTCACTGACCAGCACCTCCCTGGGCAGCAACCTCTCGGAACTGGACAGGCTTCTCCTGGAACTGAATGCTGTTCAACATAATCCCCCCAGTGGCTTCTCAGCAGATGAAGTCAGCAGAAGCCCATCACTGCCCAATGTGACCGGACCTCACTATGTCATCCCAGAGAGCAGCAGCTCTGCAGGAGGGAAGGCTGCACCCCCTACAAAAGAAAAACCAAAGCGGAATGGTGGGCGTGGGATTGAAGATGTGCGTCCCAGTGTGGAGAGCCTGCTGGATGAGCTGGAGAGCTCTGTGCCAAGCCCAGTCCCTGCAATCACTGTGAGCCAAGGGGAGGTGAGCAGCCCCCAGCGTGTCAACGCCAGTCAGCAGCAGACCCGTATCTCTGCTTCTTCAGCTACACGAGAACTGGATGAGCTGATGGCGTCCCTCTCTGACTTTAAGTTCATGGCACAGGGGAAAGCCGGCGGCAGCAGCTCCCCACCATCCACCACCCCAAAGCCTGGCAGTCAGCTGGACACCATGCTGGGAAGTCTGCAGTCTGACCTGAACAAACTGGGGGTAGCGACGGTCGCCAAGGGTGTGTGCGGAGCCTGCAAGAAGCCGATTGCTGGGCAGGTAGTTACAGCCATGGGGAAGACCTGGCACCCTGAGCACTTCGTCTGCACCCACTGCCAGGAGGAGATTGGATCACGGAACTTCTTTGAGCGGGATGGGCAGCCCTACTGTGAGAAGGACTATCACAACCTCTTCTCTCCTCGCTGCTACTACTGCAATGGGCCAATCCTTGATAAAGTGGTGACGGCTTTGGACAGGACGTGGCACCCTGAACACTTTTTCTGTGCCCAGTGTGGAGTTTTCTTTGGACCTGAAGGATTTCATGAGAAGGATGGCAAAGCCTATTGCCGCAAGGACTACTTTGACATGTTTGCTCCCAAGTGTGGAGGCTGTGCCCGGGCTATCCTGGAAAATTACATTTCTGCCTTAAACACCCTGTGGCACCCTGAGTGCTTTGTCTGTCGGGAATGTTTCACACCGTTCATCAACGGCAGCTTCTTCGAGCACGACGGCCAGCCCTACTGCGAGGTGCATTACCACGAGCGCCGCGGCTCGCTGTGCTCTGGCTGCCAGAAGCCCATCACGGGACGCTGCATCACTGCCATGGGCAAGAAATTTCACCCCGAACACTTTGTCTGTGCCTTCTGCCTCAAGCAGCTCAACAAAGGAACCTTCAAAGAACAGAACGACAAGCCCTACTGTCAGAACTGCTTTCTCAAACTCTTCTGTAGCAGCGGTGGAGCAAGCGCAGCCAGTGGTAGCGCGGATCCACCGGTCGCCACCATGGTGAGCAAGGGCGAGGAGAATAACATGGCCATCATCAAGGAGTTCATGCGCTTCAAGGTGCACATGGAGGGCTCCGTGAACGGCCACGAGTTCGAGATCGAGGGCGAGGGCGAGGGCCGCCCCTACGAGGCCTTTCAGACCGCTAAGCTGAAGGTGACCAAGGGTGGCCCCCTGCCCTTCGCCTGGGACATCCTGTCCCCTCAGTTCATGTACGGCTCCAAGGTCTACATTAAGCACCCAGCCGACATCCCCGACTACTTCAAGCTGTCCTTCCCCGAGGGCTTCAGGTGGGAGCGCGTGATGAACTTCGAGGACGGCGGCATTATTCACGTTAACCAGGACTCCTCCCTGCAGGACGGCGTGTTCATCTACAAGGTGAAGCTGCGCGGCACCAACTTCCCCTCCGACGGCCCCGTAATGCAGAAGAAGACCATGGGCTGGGAGGCCTCCGAGGAGCGGATGTACCCCGAGGACGGCGCCCTGAAGAGCGAGATCAAGAAGAGGCTGAAGCTGAAGGACGGCGGCCACTACGCCGCCGAGGTCAAGACCACCTACAAGGCCAAGAAGCCCGTGCAGCTGCCCGGCGCCTACATCGTCGACATCAAGTTGGACATCGTGTCCCACAACGAGGACTACACCATCGTGGAACAGTACGAACGCGCCGAGGGCCGCCACTCCACCGGCGGCATGGACGAGCTGTACAAGTAAGCGGCCGCGACTCTAGATCATAATCAGCCATACCACATT
mApple = mOrange + R17H-G40A-T66M-A71V-V73I-K92R-V104I-V105I-T106H-T108N-E117V-S147E-G159S-M163K-T174A-S175A-G196D-T202V
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mApple-Paxillin-KM-N-18 in HeLa Cells
